1432 I PRAFSE 2020 4F 10 H 25 33 45 10 1]

Chinese Journal of Clinical Research, October 2020, Vol. 33 ,No. 10

microRNA-34a 75 5%V ffed vb i i 5% 3

uem,

HE:
Mg 2 iy A TR B &, In s
miRNA-34a 1l il 40 i34 5 3T 5 it 245 55 A AH AL

e
VAR BE BRI 5 BB ST WA

T/IMEZNERZIR (microRNA , miRNA) | J&— e AN ] 7K 8] 2 228 K 9 1K 699 4
T FLIRE S5 KL fE

i

E 3
150000

N>F RNA W57 % B miRNA-34a 75 ZFf

S W B AEY S T ES 5 miRNA-34a (1 3R 3k 0 45 K
miRNA-34a 75 2 Fi T g 240 i v 52

WA, SR IS GE TR RR A

I7 RS SEAFAEAN G R, 0 miRNA-34a A7 W 78R3 B IR A 10 LA T R I 8g 4038 Wi B B8 DA, O EL Ik S P i g

TEIT BB A SO RS B R — 2Rk
KW UMEEEZIR-34a; FUME; BE; R, SEWE;

B MR bREY

HMEISHES: R730.2 XBHIFIAMEG: A XZHES: 1674 -8182(2020)10 - 1432 - 04

P/IMEZBEZ R (microRNA , miRNA) | J2—Fh 751 15 BE £~
(AR B B /NG5 RNA, & A7 21 ~ 25 MY IR, HomT Ui
T S VU R DAL A 3 S TR 35 X )R RO A7 A
R L DN 3K, T B S S KT Y B SR B, T 2
s JA TR T TR AV L A S miRNA Y
T e A L g R DR s R DR T 52 W A ) K A
KSR o miRNA-34a S 5 b R BT S8 AT 1 — b 5
JWiIRR e A2 AT R 9 miRNA ST AR S B A B 58 20 50 1 0 i L H
I A5 M U R A AT AR G I i R 4
miRNA-34af) 5, JFIESE miRNA-34a 555k Bl 9 4 1 1T
¥ IRZR B TR S5 . ARSI & miRNA-34a 75 P MR Hh
IS R

1 miRNA-34a f91ER &I

miRNA-34a J& — i & #1098 11 I A9 miRNA | o 4 A5 5 R o7
1 S AR (1p36.23) . miRNA-34a g{IA N & p53 1Y
mﬁ,)rﬁ DNA )5 J5 175 3 G1 1A 40 Jfd FH v . 5 & F i
S 24 miRNA-34a Fih R A R 20 8 A R A sl
ﬂ%l?’iifﬁ}%%u& p53 FLH K AR AR, miRNA-34a Y3
K KA T . miRNA-34a W] B 2006 DT ER A5 BOR 1T R 7 2
AH R 1 (sirtuin 1,SIRT1) | Bel2 ,CD44 | 4% Fi 41 it i B8 &5 11 f
24 )00 Ji) ) 2 1 AR U ( CDKSs ), 5 | A 37 a0 ) 4 i 14
BE AR B A0 MR A PR T, B A I AR AR 28 0 4 s
MRS,

2 miRNA-34a 53 5=

FUBRIE 2 Lo PRS0 — A die i LRG0 B XS 1
TR H P A )7L s 40 R PO A 9 DI 28K s PR 20 1A
Y. B ANG T 32 B R RN 7 R 28 I % AR 3 1k A

I o 38 PR R, miRINA-34a 75 1F 4 41 41 3 B0 450 8
92 7KOF | HLAEFLAR R £ 4 T i ek W BRI . CXC

DOI. 10. 13429/]. cnki. cjer. 2020. 10. 032
ﬁ1§'ﬂ§%‘: i%j(ﬂé, E-mail ;

tanwenhua@ 126. com

AL F /AR (CXCL) 10 52 CXC WK WM i 5, 3t 5 C-X-C
LIPS KA M IR . 0 e 7L BR 8 miRNA fft B 51 45
TE%HT%ZIJL CXCL10 2 7L g JE R 2R3k i i 25 1 R L A
Xu 218 2L Z4iF ] miRNA-34a A4 Toll BEAZ A (TLR) {55
BRI, 3 2 CXCLLO  F 67 3 15 400 o) 2L 400 e A A 4
FEA K R BR R AN R A R R R 28 A B 9T U S
miRNA-34 a3 4338 1o 410 11 983 3 8 i 26 (5 (TP) D52 Ay Rk &
PR, JF B, 76 miRNA-34a M5BT o 0 T FLIR IR T
BT R SRR IE R, B4 W52 3, Notch 553 % (19 34
TERIE AN EZEERD, H miRNA-34a Xf MCF-7 AZL
HRFALINM Notchl #2238 BAT S i At ,3,5,37,47- 0%
BE-7-HR I, (A FR B2 R, 900 58 B 2E K AR i T A
MCF-7 40 Jifg 34 58, 175 5 caspase-3/9 1 P, {& #F p53 & A A0
miRNA-34aff) 35 ik, 91 MCF-7 A L5 9 40 JfE Notchl {1 3
IR PRI B T PR 0 1 A A — R B
LA —E R R R . 8t miRNA-34a 5 22 76 2L IR
BB RYT R R EAEH .

3 miRNA-34a 5BFE

JHF AR TR AT 9% 2 e i L P S PR =2 — , R SRR BB T
ARG, BARA TR C W F AR IR r i ik 2,
1HL H o B A e AN B8 SR A 38 T, % I (32 W A5 4K
ZEIRRS . RITEM SRS A EEE L, CATRIE
W, 2 miRNAs 2 5@ &4 SR . Zhou %7 @ it
4 miRNA-34a 5 2k A Y« A\ Hep3B 1 Huh7 40+,
Transwell % Matrigel 35 FG T @A 12% 35 K U miRNA-34a £l
FEAARCEE 1 mRNA 2635 X 3 40 iR 22 AT R i 5 i,
45 B miRNA-34a 75 P Fh 25 A0 (00 JH 58 40 0 P g 1 0 5 5 e
miRNA-34a 13352 /£ )5 , Hep3B Ml Huh7 411 iig 1 miRNA-34a
B3 2 1k AT B S 08 /0 O A0 I 0 A B8 RN AR 2B B DS A
miRNA-34af)5 335 7] 4 SIRT1 25 1195835, SIRTIL & —Ff



Il FRBFST 2020 45 10 H %5 33 545 10 8] Chinese Journal of Clinical Research,October 2020, Vol. 33 ,No. 10 1433

JEt T RRIERE R BRI 25 2 L BE, 25 Z R0 A Wil
e, 045 DNA 45405 J T-FI3g 5. © A WS R B SIRTL #93%
WG 1 R 2R RS A C Y L FE Zhou M BT
SIRT1 fY) 3R 35 #F miRNA-34a 33 2K Frdi il , 278 miRNA-34a
A g R I SIRTL i 400 8 JHF 8 1) 6 2% 5 H. miRNA-34a (19 i
FIRIGINT pS3 MKk, #78 miRNA-34a ] GEE F 3 1 pS3
AR 2K T i AT AR M B IE RS AR 28 . ARG miRNA-34a £
TR A TP B B AR B miRNA AL T T AEL Y
VR miRNA SHOIE D (1 FH , 900 60 Foboge 119 % A % Je ' R )
I SCA 522 W], miRNA-34a 76 FF 40 i v B0 i B2 36 3K mT AE il
i b MICB 175 | 36 5 8 A B4 AT 450 473 0™ B 1) 240 i P9
TERBAE . R, T B — 25 W WF 58 R i O T 9 8 1 25 9030
ITRCR R RN JRe/MEXT SRR R R

4 miRNA-34a 5% EHBE

S5 ELIRR A =R R DL AR, R 4t BRI A G
PEFE T () 3 55, Tazawa 4517 A K, 5 1 % 4L 4UM 1,
miRNA-34a7E KM f A 40 (1 R ik K FRET 36% , {H
EAEMPUEI M ATEE, CATFREY, 508 & EH T
Z AT RE A AL AR B Noch 1 {55903 , 045 b iz -8 75 &
FEAL(EMT) S5 g8 BRI AT 2Rk . HL2mF 5 & 3
Notchl 7545 Rl bl i 15, i Hp iR 45t o A i
T A miRNA-34a %} Notchl F1 Jagged 1 3k 52 M HEA740) 45 i
%, Zhang %) % I miRNA-34a F #2315 Notchl 1 Jaggedl
(A% MR R (mRNA) 19 3'-UTRs, AT 530 mRNA B fi7 F1
BRG] 5 L PTAG I B gk T 2R (3 R 2T S 1 2R 1 X R R B
B4 H] 75 5T A 10 ) 1 mRNA 3% 5K K7 B 88 F B, 3 i $2 7R
miRNA-34 a3 33 58 1] % 5 Notchl F1 Jaggedl )ik MM
o T B VR EF 4 5 8 R Aok I K i e B .
2 ,miRNA-34a ] §E 45 1 W 98 AH & IR 54 7% 19 o 1 AR W
FricH), EAE— 5. FAd, B K a2 Wbt &5
KRBTSR, % T K, 45 5 ke A 2 — Fh A B kG 2,
LR A o R P 2 A BB R R AR R WA R (R B A 1
R A I s o P A 08 O A i T AU s 3850 9 o 3
MIHFEZEHUR (CA) 19-9 FdE IHi 7 (CEA) WLEA 81K 19 1
BE RS, B, T 25 — R AR R 22 M R WA R ok
WK, W miRNAs , 76 A7 SF 58 BUIG R 61 90 k4T
XFIRIFFY 26 1 41 30 125 i des SR8, 56 2 4o 30 il Rk
T B R 5 3 4R 30 Bl 1EF A R A S2HE PCR 5 AR A
miRNA-34a 1 pS3 DM Y 1k, 45 5 0 7 % 1 i i BB 1 3
AR T 5 miRNA-34a $E K 58 2 W MSE, Ao H
— AT R AR RBEE miRNA-34a 1 p53 HE K 33K 1 2>,
S5 N AR 22 P AN RSB 58 Y . DR, miRNA-34a &
SRS W P AR TR R IR R .

5 miRNA-34a 5B &

R LR 15— R AR S PE T L, 4% i 5 R
R 2 18 F RO B A e R TR % S B AR L G
(i — T 2601, miRNA-34a @3 P13K/ Akt 3 12 4 i 1 FH

O R R 7 A T L /N AR U 2 K DR 37 AR ol 5
Deng %5 SR 907 57 -5 1 6 4 Wi S 107 ( RT-qPCR) A6 4%
RN, BEAHLUTH miRNA-34a (1946 % 3 35 5950 55 41 24U 1
REAR Aok 15 i 20 i 1) miRNA-34a 335 B 8 (I8 F w5 4tk F0
Hr A0 B R AT, (E R /N R E S miRNA-34a R TG
B I AR DG s TSGR AN miRNA-34a ()R X LT
IEH AL $n BN &£ S miRNA-34a 323K ZFEL A B8
FRAE 2 5 SEs i B 18 & P miRNA-34a 5 SIRT1-3'-UTR 45753
PELE G, M SIRT1 & (1 ()35, It miRNA-34a HAG 34
5 8 40 e 48 4 R 2 2 0 B R T AR L 42 7R miRNA-34a J2& —
FEE P T, 55 %I miRNA-34a 2] SIRTI mRNA 7K 5%
R I YR B, 3K AT BB R T 21> miRNAs 845 SIRT1 ik
FREL, TSk RF5Y miRNA-34a [958 56 9 2% AN 2R 11
TR . EBENRYT I, A FARR R S R
WP ARG E L AEH LS Wik, FARSIFA
LA RNRIT EREN BB R R AL KO R A
UM W 2 — (BRI YT 33 v X 58 A2 BE T 24 14
JEHE— AT B R S 4R R E2FS (—Ff
KB ) & AN miRNA-34a (9 T80 5, HETH
HE 2R miRNA-34a i i3 40 ] 0 ] E2F5 7 328 F Wi s 7
o SEAZ BRI B IR AN AT Ak, B, miRNA-34a/E2F5 )
AR TR B AT 25 BV AR A5 . A T 24 1) 9 AR
HOFNE 9 A0 M BE P ) miRNA-34a FRGAE B T, LA
miRNA-34an] 3@ i3 15 MET J& 5 3k 475 40 i 3 s i v, Ak
T35 2 N 5 8 200 46 I 61972 7 1 A o [H I, miRNA-
34a 52 H IS W FRTT VAR RS

6 miRNA-34a 55 505E

B SR e H UL AR R 2 — T S R R A
MIER B SRIET SRR AL T B, (H R i o B 5 Y R R 3R ATH AR
ARTER , Al T 4 Bk A5 4 10 14 5 161) 47 7 4, B4R 2 23 5 i) BB
T2 E SRR K AL R Jk, 5 R S A G IR R AR £,
UL TGS (HPV ) YL L SR, B 8000 2 26 (0 PR an 4>
FHLE AT A5 &K I, miRNA-34a 7F HeLa il C33A
24t it v ELA A [ PR L R P O B A A L T, 400 o 4
JEH B AN EMT 40 40035 77 458 TR AR iR
121755 % M (retinoic acid-inducible gene, RIG) -1 J& 2004 4 %
LA —Fh RNA fffiEf , O B 55 % B RIG-T ZE RS nl 9kl gy
A A 3 ER AR, H miRNA-34a 7] 5 RIG-I
54, 9t BV H 35, miRNA-34a 1Y 5 22 5K A 3 1 2y #5098 41
MR IEE GER AR 2R, A, 7 Him A 4, RIG-I
I miRNA-34a fYFIAMEE T . BAAFFR R LINCO0473
TEVR MR I F 30095 A0 R A, T AN AR T A i R K
HEAEAmi RNA LINCO0473 e R P AIE HF T 5 S50 40 i 1 2 4
H 5 ILF2 BEAHEAER, I R f% . B miRNA-34a FEAK T
LINCO0473 fiRasE ™ o s B Oh 5 S0 4 26 G RS 19
TR HE T BINL R, I B T BRI B AEYT

7 miRNA-34a 5 H {i & 4 fhig

miRNA-34a Bi 115 L g oA A Sk 78 41, 16 5 A il



1434 I PRAFSE 2020 4F 10 H 25 33 45 10 1]

Chinese Journal of Clinical Research, October 2020, Vol. 33 ,No. 10

ST ANTE RS B BRI B R A5 b AR P A TS,
H LI/ AR AT PRI R R miRNA-34a K ik, 056
25 SR 3% B AT 00 o) P g (A BRURN iy B A, miRNA-34a (1938 %35
X B PRI A0 M ) A A A RIAE A, IR TE 55 miRNA-34a 7 L)
VER B PR M N 70 0 3 A o6 T B I B4 F e & B
miRNA-34a (1) P2 FEAR B A A7 A Al 7 i [+ ; CCK-8
Kl 45 0, miRNA-34a 1 Fk 0 T x4 EPL(RFR LR ) (1
Bt 1M miRNA-34a T §8 W 5 2 ik s X% EPL (11t 24 ; b 4h,
& B miRNA-34a $& 15 1 M e 98 41 Xt 44 o Ak 7 A sk
CUFESE T 4 f N+ (TCF) 1 A0tk 34 5 X ¥ (LEF) 1 &
miRNA-34af 32 H0 3 P, 45 1 &% BHL, miRNA-34a 38 5 #1 f1
TCF1/LEFL i, $2 w5 1% It 40 J 0 1k o7 SR PED . 14 it
miRNA-34a 1] & 1A 85 A8 VA Y7 TS 7 A

8 HiESRE

BEHE X miRNA BFFEABITRA KB miRNA 72 B D
TR AR A R e v 4 3 A AR @ I R IR R
miRNA-34a 58RI GE 1R 5% R LLA5 682 it 25 PR
SEAFTEAICOC AR , TR P miRNA-34a S —FhimE S A, al LA
T — T B R s A T e R R 3002 W R U A
AT LR a6 7 (8 H L, L T I PR T AR vh A 2
I R . (ELAE A ] 14 B R -, miRNA-34a 3238 78 2 A AR
), ELRPEAE HIAR A AR R, 3 6 A5 2 7 AN [R] A 40 i o
7, T REAF LA ML P2 A , DX 0k FC AR 2 1 5
Kt R BAE S e AR A BAR B 75 2 — P SR o

5% 3k

[1] He L,Hannon GJ. MicroRNAs:small RNAs with a big role in gene
regulation[ J |. Nat Rev Genet,2004,5(7) :522 -531.

Calin GA, Croce CM. MicroRNA signatures in human cancers[ J ].
Nat Rev Cancer,2006,6(11) :857 —866.

Raver-Shapira N, Marciano E, Meiri E, et al. Transcriptional activa-
tion of miR-34a contributes to p53-mediated apoptosis[ J]. Mol Cell,
2007,26(5) ;731 —743.

He L, He XY, Lim LP, et al. A microRNA component of the pS53
tumour suppressor network [ J]. Nature, 2007, 447 (7148 ) . 1130
-1134.

Saito Y, Nakaoka T, Saito H. microRNA-34a as a therapeutic agent a-
gainst human cancer[ J].J Clin Med,2015,4(11) :1951 —1959.
Zhang Z,Wang JM, Skinner KA et al. Pathological features and clin-
ical outcomes of breast cancer according to levels of oestrogen recep-
tor expression[ J]. Histopathology ,2014,65(4) :508 - 516.

Pang RTK, Leung CON, Ye TM, et al. MicroRNA-34a suppresses in-
vasion through downregulation of Notchl and Jaggedl in cervical car-
cinoma and choriocarcinoma cells[ J]. Carcinogenesis,2010,31(6) :
1037 - 1044.

Xu M, Li D, Yang C,et al. MicroRNA-34a inhibition of the TLR sig-
naling pathway via CXCL10 suppresses breast cancer cell invasion
and migration [ J]. Cell Physiol Biochem, 2018, 46 (3 ). 1286
-1304.

[9]

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

[18]

[19]

[20]

[21]

[22]

[23]

[24]

[25]

[26]

Shao S,Zhao XA, Zhang X]J, et al. Notchl signaling regulates the epi-
thelial-mesenchymal transition and invasion of breast cancer in a
Slug-dependent manner[ J]. Mol Cancer,2015,14(1):1 -17.
Rui XP,Zhao HB, Xiao XQ, et al. MicroRNA-34a suppresses breast
cancer cell proliferation and invasion by targeting Notchl [ J]. Exp
Ther Med,2018,16:4387-4392.
Lan L, Wang Y,Pan ZY, et al. Rhamnetin induces apoptosis in hu-
man breast cancer cells via the miR-34a/Notch-1 signaling pathway
[J]. Oncol Lett,2019,17(1) :676 — 682.
Yannick L, Gabrielle C,Charles B, et al. MicroRNA profiling in hep-
atocellular tumors is associated with clinical features and oncogene/
tumor suppressor gene mutations[ J]. Hepatology ,2008 ,47(6) ,1955
-1963.
Zhou JH, Zhou WY, Kong FG, et al. microRNA-34a overexpression
inhibits cell migration and invasion via regulating SIRT1 in hepato-
cellular carcinomal J]. Oncol Lett,2017,14(6) :6950 —6954.
Chung YR,Kim H,Park SY,et al. Distinctive role of SIRTI expres-
sion on tumor invasion and metastasis in breast cancer by molecular
subtype[ J]. Hum Pathol ,2015,46(7) :1027 - 1035.
Wei W, Tang HH, Tang L. MicroRNA-34a inhibits metastasis in liver
cancer cells[ J]. Oncol Lett,2018,16(6) :6960 —6965.
Zhou MT, Zhao CM, Chen X, et al. MicroRNA-34a promotes MICB
expression in hepatocytes[ J ]. Carcinogenesis,2018,39 (12) ;1477
- 1487.
Tazawa H,Tsuchiya N, Izumiya M, et al. Tumor-suppressive miR-34a
induces senescence-like growth arrest through modulation of the E2F
pathway in human colon cancer cells[ J]. PNAS,2007,104 (39) :
15472 - 15477.
Leong KG,Karsan A. Recent insights into the role of Notch signaling
in tumorigenesis[ J]. Blood ,2006,107 (6) :2223 -2233.
Zagouras P, Stifani S, Blaumueller CM, et al. Alterations in Notch sig-
naling in neoplastic lesions of the human cervix[ J]. Proc Natl Acad
Sci US A,1995,92(14) 6414 - 6418.
Zhang XM, Ai FY,Li XY et al. MicroRNA-34a suppresses colorectal
cancer metastasis by regulating Notch signaling [ J ]. Oncol Lett,
2017,14(2) :2325 —2333.
Badr EAE, Assar MFA, Gohar SF, et al. The clinical impact of
miRNA34a and P53 gene expression in colon cancer[ J]. Biochem
Biophys Rep,2018,16:88 - 95.
Wadhwa R, Song SM, Lee JS, et al. Gastric cancer-molecular and
clinical dimensions[ J]. Nat Rev Clin Oncol,2013,10 (11 ). 643
—-655.
Peng Y,Guo JJ,Liu YM, et al. MicroRNA-34 A inhibits the growth,
invasion and metastasis of gastric cancer by targeting PDGFR and
MET expression[ J]. Biosci Rep,2014,34(3) :247 -256.
Deng XJ,Zheng HL,Li DP et al. MicroRNA-34a regulates prolifera-
tion and apoptosis of gastric cancer cells by targeting silent informa-
tion regulator 1[J]. Exp Ther Med,2018,15(4) :3705 - 3714.
Gallo A. Updates on esophageal and gastric cancers [ J]. World J
Gastroenterol ,2006,12(20) :3237.
Gunderson LL. Gastric cancer-patterns of relapse after surgical resec-
tion[ J]. Semin Radiat Oncol ,2002,12(2) :150 - 161.

(T &5 1438 T0)



1438

I PRAFSE 2020 4F 10 H 25 33 45 10 1]

Chinese Journal of Clinical Research, October 2020, Vol. 33 ,No. 10

[32]

[33]

[35]

[36]

vel potential combination biomarkers for preeclampsia[ J]. J Perina-
tol,2016,36(4) :263 —-267.
Tardif C,Dumontet E, Caillon H,et al. Angiogenic factors sFlt-1 and
PIGF in preeclampsia; Prediction of risk and prognosis in a high-risk
obstetric population [ J]. J Gynecol Obstet Hum Reprod, 2018, 47
(1):17 =21.
Perales A, Delgado JL,de la Calle M, et al. sFlt-1/PIGF for predic-
tion of early-onset pre-eclampsia; STEPS ( Study of Early Pre-ec-
lampsia in Spain) [ J]. Ultrasound Obstet Gynecol,2017,50(3) ;
373 -382.
Zeisler H, Llurba E, Chantraine F,et al. Predictive value of the sFlt-
1 : PIGF ratio in women with suspected preeclampsia[ J]. N Engl J
Med,2016,374(1) .13 -22.
Herraiz 1, Llurba E, Verlohren S, et al. Update on the Diagnosis and
Prognosis of Preeclampsia with the Aid of the sFlt-1/PIGF Ratio in
Singleton Pregnancies| J]. Fetal Diagn Ther,2018,43(2) .81 -89.
Uckan K, Sahin HG. Serum amyloid A, procalcitonin, highly sensitive
C reactive protein and tumor necrosis factor alpha levels and acute
inflammatory response in patients with hemolysis, elevated liver en-
zymes, low platelet count ( HELLP) and eclampsia[ J]. J Obstet
Gynaecol Res,2018,44(3) .440 —447.
Karampas GA , Eleftheriades MI, Panoulis KC, et al. Prediction of pre-
eclampsia combining NGAL and other biochemical markers with
Doppler in the first and/or second trimester of pregnancy. A pilot
study[ J]. Eur J Obstet Gynecol Reproductive Biol,2016,205 ;153
-157.

[37]

[38]

[39]

[40]

[41]

[42]

[43]

Kong DH, Wang H, Liu Y, et al. Correlation between the expression
of inflammatory cytokines IL-6, TNF-a and hs-CRP and unfavorable
fetal outcomes in patients with pregnancy-induced hypertension[ J].
Exp Ther Med,2018,16(3) :1982 - 1986.
Black KD, Horowitz JA. Inflammatory markers and preeclampsial J].
Nurs Res,2018,67(3) :242 -251.
Kurtoglu E, Kokcu A, Celik H, et al. May ratio of neutrophil to lym-
phocyte be useful in predicting the risk of developing preeclampsia?
A pilot study[ J]. J Matern-Fetal Neonatal Med,2015,28 (1) :97
-99.
Gezer C, Ekin A, Ertas IE, et al. High first-trimester neutrophil-to-
lymphocyte and platelet-to-lymphocyte ratios are indicators for early
diagnosis of preeclampsia[ J]. Ginekologia Polska,2016,87(6) :431
-435.
Cakmak HA , Dincgez Cakmak B, Abide Yayla C,et al. Assessment of
relationships between novel inflammatory markers and presence and
severity of preeclampsia: Epicardial fat thickness, pentraxin-3, and
neutrophil-to-lymphocyte ratio [ J ]. Hypertens Pregnancy, 2017, 36
(3):233 -239.
HEE , B BN, 5. TR IRBESh Ik L i S E0 S 2 A L iR
FEAEAR P00 L S B 0 O [0 ] vl el A R e 2R
2016,32(2) :153 —156.
. T B IKOR P R IV A AR AR A T O A A AT 5
[J]. REiEE2£,2019,4(11) ;125 - 127.

WA EER 2020 —02 - 12 445 . F 4406

(35 1434 51)

[27]

[28]

[29]

[30]

[31]

[32]

Cunningham D, Allum WH,Stenning SP et al. Perioperative chemo-
therapy versus surgery alone for resectable gastroesophageal cancer
[J].N Engl J Med,2006,355:11 -20.

Bang YJ,Kim YW, Yang HK, et al. Adjuvant capecitabine and oxali-
platin for gastric cancer after D2 gastrectomy ( CLASSIC) :a phase 3
open-label, randomised controlled trial [ J ]. Lancet, 2012, 379
(9813) ;315 -321.

Li LN, Wu CL,Zhao Y. miRNA-34a enhances the sensitivity of gas-
tric cancer cells to treatment with paclitaxel by targeting E2F5[ J].
Oncol Lett,2017,13(6) :4837 —4842.

Zhang ZD,Kong Y, Yang W, et al. Upregulation of microRNA-34a
enhances the DDP sensitivity of gastric cancer cells by modulating
proliferation and apoptosis via targeting MET[ J]. Oncol Rep,2016,
36(4):2391 -2397.

Reshmi G, Pillai MR. Beyond HPV ; oncomirs as new players in cer-
vical cancer[ J]. FEBS Lett,2008,582(30) :4113 —4116.
Narisawa-Saito M, Kiyono T. Basic mechanisms of high-risk human

papillomavirus-induced carcinogenesis: roles of E6 and E7 proteins

[33

[

[34]

[35]

[36]

[J]. Cancer Sci,2007,98(10) :1505 - 1511.
Wang JH,Zhang L,Ma YW et al. microRNA-34a-upregulated retin-
oic acid-inducible gene-I promotes apoptosis and delays cell cycle
transition in cervical cancer cells[ J]. DNA Cell Biol,2016,35(6) :
267 -279.
Shi C,Yang YJ,Yu JP,et al. The long noncoding RNA LINC00473,
a target of microRNA 34a, promotes tumorigenesis by inhibiting ILF2
degradation in cervical cancer[ J]. Am J Cancer Res,2017,7(11):
2157 -2168.
Wang WY, Hu SP, Chang JL, et al. Down-regulated microRNA-34a
expression as a prognostic marker for poor osteosarcoma in mice; a
systematic review and meta-analysis[ J]. J Cancer,2018,9 (22) .
4179 -4186.
Liu XB, Liu X, Wu YQ, et al. MicroRNA-34a attenuates metastasis
and chemoresistance of bladder cancer cells by targeting the TCF1/
LEF1 axis[ J]. Cell Physiol Biochem,2018,48(1) :87 —98.

WFs E#A:2020 -02 -05  #R4E: EURUR



