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fili R 98 B FS AH OC FE 555 1 ( Metastasis-associated lung ade-
nocarcinoma transcript 1, MALATL ) 5, #% # & NEAT2 ( nuclear
enriched noncoding transcript 2 ), J& & & 14 5F 19 #% IncRNA
(8.7kb in human) " | 5 FLLE i 4 8% 1k i rb gl % B, S 1A
SEREAE 11q13" | B 76 2 % VE B B b R RO Jak g s, HL
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HBIEE &4 1 4 (bone morphogenetic protein 4, BMP4 ) %%
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kbR A o BRIk, MEG3 (1941 38 3k 0T A8 B A 3 (4 15
PR

3 HISIRREERERET |

RS AR AH G FE 555 [ F 1 (prostate cancer associated tran-
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4 R EREEX 1 ER

JRBE I Fz 9% #H 9¢ 1 (urothelial carcinoma associated 1,
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25 Mg i 25 7 28 1K 36 [H] ( colorectal neoplasia differential-
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