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Relationship between IL-18 gene promoter polymorphism

distribution and child sepsis
CHEN Bing-wen, CHEN Bin-bin, SHI Ze-zhen
Department of Pediatrics, Baoan District Center Hospital of Shenzhen City, Shenzhen, Guangdong 518102, China
Abstract: Objective To study the regularities of interleukin (IL.)-18 gene promoter polymorphism distribution in pediat-
ric sepsis patients and healthy children of Han nationality in Guangdong area and its association with child sepsis. Methods
Sixty-five pediatric sepsis patients ( sepsis group) and 82 healthy children ( control group) of Han nationality in Guang-
dong area were selected as research objects. The level of serum IL-18 was detected in all participants. The sequence-specific
primers polymerase chain reaction (PCR-SSP) method was used to detect the polymorphic sites-607C/A and-137G/C in
IL-18 gene promoter loci. The polymorphism distribution regularity of 1L.-18 gene promoter in two groups was compared and

its association with children sepsis was explored. Results

than that in control group[ (199. 37 +22. 65) pg/ml vs. (67.38 +11.29) pg/ml, P <0. 01 ]. There were no significant

The level of serum IL-18 in sepsis group was significantly higher

differences in allele frequency and genotype frequency of-607C/A and-137G/C polymorphic sites (all P >0.05) in two
groups. Conclusion The IL-18 gene promoter polymorphism of Han children in Guangdong area might be no obvious cor-
relation with susceptibility of sepsis.

Key words: Sepsis; Interleukin-18; Interleukin-18 gene promoter; Single nucleotide polymorphism; Genotype frequen-

cy; Allele frequency
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YUIRRBER B LU E T AN 8 0 5l TR R A A5 HE
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1.3 & A
Ver. 3. 0, TaKaRa Ex TaqTM , DNA Fragment Purifica-
tion Kit, =FIX71 X018 B T 5 AW HEe (KiE) AR
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L4 ME M@ RiRE.0HL(USA) (PCR 151X
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£45:(SynGene N A H 7)o
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(PCR-SSP) 4714 1L-18 5 (K J5 3l -+ X A9 Be P 3
ST HIINEE 1 iR " PCR-SSP 4 P LI 1,

R1 -8 EEBHEFEX-607 K-137 LS54 F 51

Universal Genomic DNA Extraction Kit

s, G2
- 607
Primer 1 5'-CTT TGC TAT CAT TCC AGG AA-3’
Primer 2 5'-GTT GCA GAA AGT GTA AAA ATT ATT AC-3’
Primer 3 5'-GTT GCA GAA AGT GTA AAA ATT ATT AA-3'
Primer 4 5'-TAA CCT CAT TCA GGA CTT CC-3’
-137
Primer 5 5'-CCA ATA GGA CTG ATT ATT CCG CA-3’
Primer 6 5’-CCC CAA CTT TTA CGG AAG AAA AG-3’
Primer 7 5’-CCC CAA CTT TTA CGG AAG AAA AC-3’
Primer 8 5'-AGG AGG GCA AAA TGC ACT GG-3'
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—
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MK Z AEH DNA KR 2.0 wl;10 x Ex Taq Buffer
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®2 -607C/A K-137C/C LR ARSI MAS JB=MS5ERRNXR
e - 607 L3 487 4)/bp 137 BLAT /b
Primer 1/2/4 Primer 1/3/4 Primer 5/6/8 Primer 5/7/8
CC 7 301( +).196( +) 301( +).196( -) - -
CA 7Y 301( +).196( +) 301( +).196( -) - -
AA #Y 301( +).196( -) 301( +).196( +) - -
GG # - - 446( +) 261( +) 446( +) 261( -)
GC 5l - - 446 ( +) 261( +) 446 ( +) 261( +)
CC #1 - - 446( +) 261( -) 446 ( +) 261( +)
£33 KESEZRIASERMEBAIL-1SEFEHFEAMLEE 61(%)
%‘Si” e EEXT HRZH (n =82) JHeHEAE S LZH (n = 65) X fH P1H
K] JE 45 %
607 (DA
CcC 17(20.73) 13(20.00)
CA 57(69.51) 52(80.00) 1.392 0.078
AA 8( 9.76) 0
-137 fii 6%
GG 61(74.39) 44(67.69)
GC 20(24.39) 13(20.00) 1.292 0. 098
CcC 1( 1.22) 8(13.31)
- 607 fii 4
C 88(53.66) 78(60.00)
A 76 (46.34) 52(40.00) 0.726 0.309
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[Ep:N 130 44 39 17 63 37 75 23 2 87 13
HETL 139 31 53 16 58 42 49 44 7 71 29
eS| 65 20 80 0 60 40 68 20 12 92 8
Xz {H 44.392 1.327 49.390 19. 387
P <0.01 >0.05 <0.01 <0.01
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