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Abstract: Objective To summarize the clinical and molecular pathological characteristics of malignant
pulmonary nodules and improve understanding of the disease. Methods The study focuses on patients
who underwent surgical resection of small pulmonary nodules in Thoracic Surgery of Jiangsu Province
Hospital of Chinese Medicine from March 2018 to December 2021 and were pathologically confirmed to
have malignant specimens. Retrospective analysis of clinical data and molecular pathological features of
surgical specimens was conducted. Results A total of 371 patients were included, including 39 cases of
carcinoma in situ(CIS), 164 cases of microinvasive adenocarcinoma(MIA) and 168 cases of invasive
adenocarcinoma(lA); 69.8% of females, 30.2% of males, with a majority of females.87.6% of patients did not
smoke; The upper lobe of the right lung had the most malignant nodules (37.5%), followed by the lower lobe
of the left lung (18.6%). In comparion among different pathological types, the ages of CIS, MIA and IA were
(54.1£10.9), (52.2+12.6) and (59.1£9.9) years (F=16.05, P<0.01), the smoking rates were 10.3%, 3.7% and
21.4% (x*=24.47, P<0.01), the median tumor diameter was 0.55, 0.60 and 0.80 cm (~#=76.13, P<0.01),
respectively,with |A all being the highest, and the differences were statistically significant. The mutation
frequency of exons 19 and 21 of epidermal growth factor receptor (EGFR), and tumor suppressor protein
p53 (TP53) in IA was higher than those in CIS and MIA (P<0.05), while the mutation frequency of human
epidermal growth factor receptor 2 (HER2, 20ins), mitogen-activated protein kinase (MAP2K1) and
serine/threonine protein kinase (BRAF) was lower than those in CIS and MIA, and the differences were
statistically significant (P<0.05). Conclusions Patients with malignant pulmonary nodules may have the
following characteristics: more common in women, non-smoking, located in the upper lobe of the right
lung. There were differences in age, smoking rate, tumor diameter and driving gene mutation frequency
among the three pathological types of malignant nodules.
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Lung cancer is a common malignant tumor
in clinical practice, which seriously affects
human  health.  Timely and  accurate
determination of the nature of pulmonary
nodules and multi-disciplinary comprehensive
treatment with surgery are of positive
significance for improving the prognosis of
pulmonary malignant tumors. In recent years,
with the popularity of physical examination, the
detection rate of pulmonary nodules has
increased significantly.

1 Objects and Methods

1.1 Study objects

A total of 371 patients who underwent
surgical resection of small pulmonary nodules in
Cardiothoracic Surgery Department of Jiangsu
Province Hospital of Chinese Medicine from
March 2018 to December 2021 were
retrospectively selected as the study objects.

Inclusion criteria:

(1) The diameter of the surgical specimen
was less than 3 cm, and the pathological
examination showed it was lung cancer.

(2) The patient has complete clinical
information, = has  undergone  molecular
pathological testing for lung cancer, and the data
is complete.

Exclusion criteria: metastatic or recurrent
lesions.
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1.2 Survey Methods

The clinical data was collected from the
inpatient records database, including gender, age,
smoking status, lung nodule site, pathological
type of lung nodule, tumor diameter of lung
nodule, and mutated gene detection.

Ethical review This study adopts
retrospective  study method to analyze the
clinicopathological data in the patient's inpatient
medical records, which did not cause harm to the
human body nor involve the privacy rights or
commercial interests of patients' sensitive
personal information. With reference to the Note
on Exemption from Ethical Review of Nanjing
University of Chinese Medicine, this study
qualified for ethical review exemptions.

1.3 Pathological and genetic testing

Pathological examination of surgical
specimens was performed in the Department of
Pathology of Jiangsu Province Hospital of
Chinese Medicine. Pathology was performed
using HE staining method, and diagnostic results
were issued after independently read and agreed
upon by two pathologists. Genetic mutation
testing of the specimens was carried out by
Nanjing Geneseeq. All 371 nodules underwent
genetic mutation testing, including epidermal
growth factor receptor (EGFR, including exons
18,19,20,21), Kirsten mouse sarcoma virus
oncogene (KRAS), mesenchymal epithelial
transition factor (MET), anaplastic lymphoma
kinase (ALK), rearranged during transfection
(RET), serine/threonine kinase (BRAF), mitogen
activated protein kinase (MAP2KI1), human
epidermal growth factor receptor 2 (HER2),
oncogenic factor 1 receptor tyrosine kinase
(ROS1) and tumor suppressor protein p53
(TP53). The test results were reported to the
Department of Pathology, and the diagnostic
results were issued after review by the molecular
pathologist of Nanjing University of Chinese
Medicine.

1.4 Statistical Methods

IBM SPSS 26.0 was used for statistical

testing. The measurement data conforming to
normal distribution were expressed as mean+SD.
One-way ANOVA was used for multiple groups
of measurement data conforming to normal
distribution and homogeneity of variance. Turky
method was used for two comparisons. Welch
analysis of variance was used for data with
inconsistent variance, and Games-Howell test
was used for pairwise comparison.

Measurement data that did not conform to
normal distribution were expressed as M (Q1,
03), Kruskal-Wallis H test was used for multiple
groups, and Wilcoxon's signed-rank test was
used for multiple comparisons.

The statistical data were represented by
case (%). The gender of the patient, the location
of pulmonary nodules and the distribution
difference between smokers and non-smokers
were measured by Chi-square goodness-of-fit
test. The statistical data among the three
pathological types were compared by chi-square
test with R x C contingency tables and its
segmentation. Test standard 0=0.05.

2 Results

2.1 Demographic characteristics of patients
with malignant pulmonary nodules

Among the 371 patients, 69.8% were
female and 30.2% were male. Gender
distribution did not conform to the equal
proportion distribution (y?=58.245, P<0.01). The
age of female patients was (55.1£12.1) years,
and age of male patients was (57.5+10.6) years.
There was no significant difference in age
between males and females (t=1.82, P=0.07).
There were 201 cases (54.2%) aged 55 years and
above, and 170 cases (45.8%) aged below 55
years. The difference of age between patients
with preinvasive carcinoma, microinvasive
adenocarcinoma and invasive adenocarcinoma
was statistically significant (F=16.05, P<0.01).
There was no statistical difference in the age of
patients with preinvasive carcinoma and
microinvasive adenocarcinoma (P=0.34), but the
age of patients with invasive adenocarcinoma
was higher than that of patients with preinvasive
carcinoma and microinvasive adenocarcinoma
(P<0.05). Table 1.
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Tab.1 Clinical characteristics of 371 patients with malignant pulmonary nodules

Preinvasive Microinvasive Invasive

Item Total x*F/H value Pvalue
carcinoma adenocarcinoma adenocarcinoma
Number of cases 371 39 164 168
Gender (case) 15.90 <0.01
Female 259 24 132 103
Male 112 15 32 65
Age (years, X s) 55.5+11.7 54.1+10.9= 52.2+412.6° 59.149.9 16.05 <0.01
Smoking (case) 24.31 <0.01
Never 325 35 158 132
Previously/Currently 46 4 6 36
Surgical site (case) 12.25 0.14
Right upper lobe 139 12 63 62
Right Middle lobe 37 4 21 12
Right lower lobe 68 11 23 34
Left upper lobe 58 8 28 22
Left lower lobe 69 4 27 38
Tumor diameter [cem, M (Q1, Q)] 0.70(0.50,0.90) 0.55(0.40,0.60)° 0.60(0.40,0.70)® 0.80(0.62,1.00) 76.13 <0.01

There was significant difference in tumor
diameter among the three pathological types of
malignant nodules (H=76.13, P<0.01). The
diameter of invasive adenocarcinoma was the
largest (P<0.01), and there was no significant
difference between in situ and microinvasive
adenocarcinoma (P>0.05). See Table 1.

2.2 Pathological types of malignant nodules

Carcinoma in situ accounted for 10.5%,
microinvasive adenocarcinoma 44.2%, invasive
adenocarcinoma 45.3%, mainly microinvasive
adenocarcinoma and invasive adenocarcinoma.

2.3 Smoking status of patients with

malignant pulmonary nodules

Among 371 patients with malignant
pulmonary nodules, 46 (12.4%) were smokers or
former smokers, and 325 (87.6%) were
non-smokers. The smoking distribution did not
conform to the equal proportion distribution
(¢>=209.814, P<0.01). Among the three
pathological types, the smoking rate of invasive
adenocarcinoma patients was the highest, and
the difference was statistically significant
(¢*=24.31, P<0.01). See Table 1.

2.4 Location of malignant nodules

Malignant nodules in the upper lobe of the
right lung were the most common in 139 cases
(37.5%). The second was the left inferior lobe of
lung, 69 cases (18.6%), the site distribution was
not consistent with the equal proportion
distribution (*>=79.660, P<0.01). There was no
significant difference in lesion sites among the
three pathological types (y*=12.25, P=0.140).
See Table 1.

2.5 Tumor diameter

2.6 Mutation frequency of driver gene
and TP53

Table 2 shows that the mutation frequency
of HER2 (20ins), MAP2K1, BRAF, TP53 and
EGFRexon21 among the three pathological
types of malignant nodules had significant
differences (P<0.05). Pair-to-pair comparison
showed that there was no difference in mutation
frequency between carcinoma in situ and
microinvasive adenocarcinoma (P>0.05).
EGFRexonl9 in invasive adenocarcinoma was
significantly higher than that in preinvasive
carcinoma. Compared with carcinoma in situ
and microinvasive  adenocarcinoma, the
mutation frequencies of EGFR (exonl9, exon21)
and TP53 in invasive adenocarcinoma were
significantly increased, while the mutation
frequencies of HER2 (20ins), MAP2K1 and
BRAF were significantly decreased (P<0.05). In
addition, HER2 (20ins) mutations were mainly
HER2Y772 A775dup, accounting for 79.2%
(38/48). BRAF mutation, exon 15 missense
mutation V60OE mutation in 3 cases, accounting
for 10.0% (3/30).

Tab.2 Frequency and mutation rates of
driving gene mutations in 371 cases of
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malignant pulmonary nodules

Gene mutations of different pathological types [case (%)]

Total mutation Preinvasive

Microinvasive Invasive

Gene %% value Pvalue
rate (%) carcinoma adenocarcinoma adenocarcinoma
(n=39) (n=164) (n=168)

EGFR

exonl8 22 2(3.1) 2(1.2) 4(2.4) 2.59 023

exonl?9 18.9 3(7.7e 26(15.9) 41(24.4) 7.52 0.02

exon20 4.6 3(7.7) 6(3.7) 8(4.8) 1.48 0.51

exon2l 31.0 5(12.8)* 37(22.6)° 73(43.5) 23.67 <0.01
KRAS 7.3 1(2.6) 16(9.5) 10(6.0) 321 020
MET 2.4 2(3.1) 4(2.4) 3(1.8) 1.82 0.37
RET 1.3 0 3(1.8) 2(1.2) 0.45 0.82
ALK 2.7 1(2.6) 4(2.4) 5(3.0) 0.27 0.96
ROSI 0.5 0 0 2(1.2) 1.99 0.60
HER2(ex20ins) 12.9 6(15.4) 36(22.0)® 6(3.8) 25.12 <0.01
MAP2K] 59 5(12.8)* 15(9.1)¢ 2(1.2) 14.72 <0.01
BRAF 8.1 6(15.4) 21(12.8)0 3(1.8) 18.92 <0.01
TP53 9.2 1(5.1)2 5(3.00° 28(16.7) 20.32 <0.01

3 Discussion

With the wide application of chest CT examination,
especially low-dose spiral CT for screening of early lung
cancer in high-risk population, the discovery of lung
nodules is becoming more and more common [1]. The
high-density shadows lesions less than 3 cm in diameter
found by chest CT are called "pulmonary nodules".
Pulmonary nodules can be divided into ground glass
nodules, solid nodules and mixed ground glass nodules
according to the imaging findings. 95% of lung nodules
are benign, and the high-density imaging is caused by
inflammation, granuloma, or small lymph nodes [2]. The
incidence of malignant nodules is low. Based on two
large cohort data, the Pan-Canadian Early Detection of
Lung Cancer Study (PanCan) and the British Columbia
Cancer Agency (BCCA), the incidence of malignant
nodules is about 5.5% and 3.7% [3]. Timely detection of
pulmonary nodules and identification of their good and
evil properties can be timely treated in the early stage of
lung cancer, and excessive follow-up of benign
pulmonary nodules can be reduced, thus optimizing
medical costs [4]. Although more advanced imaging
techniques such as chest MR [5-6] and 18F-deoxyglucose
positron emission computed tomography (FDG PET-CT)
[7-9] are also expected to be used to improve the
accuracy of benign and malignant identification, many
studies have shown that these techniques are not superior
to chest CT at present. The chest CT image features of
pulmonary nodules were combined with independent
predictors such as age, race, smoking status, growth rate,
and underlying lung disease to build a prediction model,
which improved the accuracy of differential diagnosis
[10-11]. The application of artificial intelligence (Al) in

chest CT diagnosis has reduced the work intensity of
radiologists and improved the accuracy [12-14]. In this
study, 371 patients with malignant nodules were observed
in terms of age, gender, smoking status and other
characteristics, and it was found that the mutation
frequency of certain driver genes was different in
different pathological stages of malignant nodules. These
characteristics are helpful to accurately distinguish benign
and malignant pulmonary nodules, and also helpful to
discuss the occurrence, development and evolution of
lung cancer.

The pathological types of malignant pulmonary
nodules are mainly adenocarcinoma, which is a
progressive  process from in-situ carcinoma to
microinvasive adenocarcinoma and invasive
adenocarcinoma [15]. Previous studies have shown that
older age is associated with the occurrence of malignant
pulmonary nodules [3,16]. We found that the age of
invasive adenocarcinoma patients was higher than that of
orthotopic and microinvasive adenocarcinoma patients,
but there was no difference in the mean age of patients
with orthotopic and microinvasive adenocarcinoma
patients. The older the patients, the higher the malignant
degree of malignant nodules. Roy et al. [17] showed that
208 of the 243 cases of ground glass nodules suspected to
be malignant were adenocarcinoma, and multivariate
analysis showed that females were the risk factor
(OR=4.47, P=0.002). Some researchers believe that this
phenomenon is related to genetic susceptibility and
frequent indoor smoke exposure, and point out that
current guidelines do not pay enough attention to women
as an independent risk factor [18]. The author observed
that the gender distribution of malignant nodules was
unbalanced, with more females. Roy et al. [17] also found
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that Asian people had a higher incidence of malignant
nodules. Among 243 cases of ground glass nodules
suspected to be malignant, 100% of Asian women and
86% of Asian men were diagnosed with adenocarcinoma,
while 84% of non-Asian women and 77% of non-Asian
men were diagnosed in the same study. Asian women
appear to be more likely to develop malignant lung
nodules. Studies have shown that smoking or long-term
smoking is associated with the occurrence of malignant
pulmonary nodules [19]. However, a systematic review
and analysis of the prediction models of benign and
malignant pulmonary nodules found that about 50% of
the prediction models did not include smoking status as
an independent predictor, because most malignant
pulmonary nodules are adenocarcinoma, and the
occurrence of adenocarcinoma has a low correlation with
smoking [10]. The proportion of smoking patients in 371
cases of malignant nodules observed by the author is not
high. Therefore, whether smokers are more likely to
develop malignant pulmonary nodules remains uncertain,
but it should be noted that among the three pathological
types, patients with infiltrating adenocarcinoma have the
highest smoking rate. The location of malignant nodules
is not evenly distributed. BCCA validation dataset
analysis showed that the probability of malignant nodules
in the upper lobe of the right lung was the highest (1.4%),
followed by the lower lobe of the left lung (1.3%) [3].
According to the PanCan dataset, the probability of
malignant nodules appearing in the left upper lobe of lung
was the highest (1.9%), followed by the right lower lobe
(1.7%) [3]. The results of this study were similar to the
results of BCCA data set analysis, and the most malignant
nodules were distributed in the upper lobe of the right
lung.

There was no difference in the frequency of driver
mutations between the three pathological types of
malignant pulmonary nodules except exon EGFR19/21,
BRAF, HER2 (ex20ins), MAP2K1 and TP53. HER2
mutations are present in 2% to 3% of lung
adenocarcinoma patients. According to a report by The
Cancer Genome Atlas (TCGA), 4% of patients with
non-small cell lung cancer (NSCLC) have HER2
mutations [20], of which 90% are HER2 (ex20ins), with
A775 G776insYVMA being the most common.
Subramanian, Brazel et al. [21-22] showed that HER2
(ex20ins) could continuously activate HER2 kinase,
leading to cancer. Therefore, they are classified as driving
carcinogenic mutations. HER2 (ex20ins) is associated
with women and non-smokers. The study of Nagasaka et
al. [23] showed that among 134 tumor specimens with
HER2 mutation, HER2 (ex20ins) was the most common,
accounting for 69%. Similarly, Tan et al. [24] in the
second-generation sequencing of 1 252 lung
adenocarcinoma specimens from East Asian patients, the
HER2 mutation rate was 3.1%, while the exon 20
insertion mutation accounted for 2.7%. The most
common HER2 (ex20ins) is HER2Y772 A775dup at
75%, followed by HER2G776delinsVC at 13%.

Chinese scholars observed 91 lung cancer specimens
with HER2 mutation from patients in northeast China,

and found that the HER2 mutation in lung cancer mostly
occurred in adenocarcinoma, and most of them were
stage III and stage I'V. There were 14 mutation sub-types,
the most common of which were HER2 copy number
change (41.76%) and HER2 (ex20ins) (36.26%) [25].
However, it has been reported that the frequency of
insertion mutation of ERBB2 in Brazilian NSCLC is very
low, and the frequency of HER2 (ex20ins) in 722 NSCLC
cases is only 0.8% (6/722), and all of them are
adenocarcinomas [26]. The HER2 (ex20ins) mutation rate
of malignant pulmonary nodules in this study was
different from that reported in the literature [24-25], and
the mutation type was mainly HER2Y772-A775dw  which
was close to that reported in the literature. [24]

Mitogen-activated protein kinase (MAPK) pathway
is an important signaling pathway, which plays an
important role in cell survival and proliferation. RAS
upstream of the pathway is activated to produce a cascade
reaction of RAF-MEK-ERK. There are three types of
RAF, namely ARAF, BRAF and CRAF, and their
downstream signaling pathways composed of MEK1/2
and ERK1/2 kinases. Genetic alterations in this pathway
are most prevalent in human cancers, including many
hotspot mutations, such as BRAFV600E [27]. The
mutated BRAF protein has elevated kinase activity,
leading to infinite cell proliferation and development into
cancer [28]. There are different reports on the mutation
frequency of BRAF in NSCLC. Roviello et al. [29]
reported that the incidence of BRAF gene mutation in
NSCLC is relatively low, ranging from 0 to 3%.
Riudavets et al. [30] reported that the mutation rate of
BRAF in NSCLC was 4%, and Leonetti et al. [31]
reported that the mutation rate was 1.5% -3.5%. In 371
cases, BRAF and TP53 were significantly higher in
preinvasive carcinoma and microinvasive
adenocarcinomas than in invasive adenocarcinomas, and
the mutation rate of BRAF was higher than that reported
in the literature. Zhang et al. [32] found that EGFR
mutation was the most common driving change in in-situ
carcinoma, microinvasive adenocarcinoma and invasive
adenocarcinoma, while TP53 was found in microinvasive
adenocarcinoma and invasive adenocarcinoma, but not in
preinvasive carcinoma. Mutations in EGFR, ERBB2,
NRAS, and BRAF are believed to be early genomic
events during carcinogenesis, while mutations in TP53
and genes associated with cell migration, gap junction,
and metastasis may be late events associated with tumor
progression. Therefore, TP53 mutation may lead to
further increase of tumor aggressiveness.

This study is a small sample of surgical samples of
malignant pulmonary nodules. The population and timing
of surgery were selected, which may increase the
selectivity bias of the study. In addition, the data reported
by pathology and molecular pathology in clinical cases
are not comprehensive and precise enough. The sample
size and comprehensive collection and analysis of
molecular biological detection data need to be expanded
to improve the accuracy of observation results.

Conflict of Interest None



o\l 15 Gk

Chin J Clin Res, January 2024, Vol.37, No.1

Reference

[1] Schmid-Bindert G, Vogel-Claussen J, Giitz S, et al. Incidental pulmonary nodules
- what do we know in 2022[J]. Respiration, 2022, 101(11): 1024-1034.

[2] Mazzone PJ, Lam L. Evaluating the patient with a pulmonary nodule: a review[J].
JAMA, 2022, 327(3): 264-273.

[3] McWilliams A, Tammemagi MC, Mayo JR, et al. Probability of cancer in
pulmonary nodules detected on first screening CT[J]. N Engl J Med, 2013,
369(10): 910-919.

[4] Cruickshank A, Stieler G, Ameer F. Evaluation of the solitary pulmonary
nodule[J]. Intern Med J, 2019, 49(3): 306-315.

[5] Wielpiitz MO. MRI of pulmonary nodules: closing the gap on CT[J]. Radiology,
2022,302(3): 707-708.

[6] Yoshiharu O, Hans-Ulrich K, Hiroto H, et al. MRI for solitary pulmonary nodule
and mass assessment: current state of the art[J]. ] Magn Reson Imaging, 2018,
47(6): 1437-1458.

[7] Mourato FA, Brito AET, Romdo MSC, et al. Use of PET/CT to aid clinical
decision-making in cases of solitary pulmonary nodule: a probabilistic
approach[J]. Radiol Bras, 2020, 53(1): 1-6.

[8] Marco S, Laura E, Salvatore F, et al. The multicenter ITALIAN trial assess the
performance of FDG-PET/CT related to pre-test cancer risk in patients with
solitary pulmonary nodules and introduces a segmental thoracic diagnostic
strategy[J]. Curr Radiopharm, 2020, 13(3): 243-248..

[9] Schwyzer M, Martini K, Benz DC, et al. Artificial intelligence for detecting small
FDG-positive lung nodules in digital PET/CT: impact of image reconstructions
on diagnostic performance[J]. Eur Radiol, 2020, 30(4): 2031-2040.

[10] Senent-Valero M, Librero J, Pastor-Valero M. Solitary pulmonary nodule
malignancy predictive models applicable to routine clinical practice: a
systematic review[J]. Syst Rev, 2021, 10(1): 308.

[11] Wu Z, Wang F, Cao W, et al. Lung cancer risk prediction models based on
pulmonary nodules: a systematic review[J]. Thorac Cancer, 2022, 13(5):
664-677.

[12] Venkadesh KV, Setio AAA, Schreuder A, et al. Deep learning for malignancy
risk estimation of pulmonary nodules detected at low-dose screening CT[J].
Radiology, 2021, 300(2): 438-447.

[13]Smith D, Melville P, Fozzard N, et al. Artificial intelligence software in
pulmonary nodule assessment[J]. J R Coll Physicians Edinb, 2022, 52(3):
228-231.

[14]YangJS, Li C.Application of Al technique in chest high resolution CT in the
diagnosis of pulmonary nodules [J].Chin J Clin Res, 2022,35(3):343-346. [In
Chinese]

[15] Travis WD, Brambilla E, Noguchi M, et al. International association for the
study of lung cancer/american thoracic society/european respiratory society
international multidisciplinary classification of lung adenocarcinoma[J]. J
Thorac Oncol, 2011, 6(2): 244-285.

[16] Au-Yong ITH, Hamilton W, Rawlinson J, et al. Pulmonary nodules[J]. BMJ,
2020, 371: m3673.

[17] Roy E, Shrager J, Benson J, et al. Risk of adenocarcinoma in patients with a
suspicious ground-glass opacity: a retrospective review[J]. J Thorac Dis, 2022,
14(11): 4236-4245.

[18]Chen B, Li Q, Hao Q, et al. Malignancy risk stratification for solitary pulmonary
nodule: a clinical practice guideline[J]. ] Evid Based Med, 2022, 15(2): 142-151.

[19] Araujo-Filho JAB, Halpenny D, McQuade C, et al. Management of pulmonary
nodules in oncologic patients: AJR expert panel narrative review[J]. AJR Am J
Roentgenol, 2021, 216(6): 1423-1431.

[20] Network CGAR. Comprehensive molecular profiling of lung
adenocarcinomal[J]. Nature, 2014, 511(7511): 543-550.

[21] Subramanian J, Katta A, Masood A, et al. Emergence of ERBB2 mutation as a
biomarker and an actionable target in solid cancers[J]. Oncologist, 2019, 24(12):
e1303-e1314.

[22] Brazel D, Kroening G, Nagasaka M. Non-small cell lung cancer with EGFR or
HER2 exon 20 insertion mutations: diagnosis and treatment options[J].
BioDrugs, 2022, 36(6): 717-729.

[23] Nagasaka M, Singh V, Baca Y, et al. The effects of HER?2 alterations in EGFR
mutant non-small cell lung cancer[J]. Clin Lung Cancer, 2022, 23(1): 52-59.

[24] Tan AC, Saw SPL, Chen JB, et al. Clinical and genomic features of HER2 exon
20 insertion mutations and characterization of HER2 expression by
immunohistochemistry in East Asian non-small-cell lung cancer[J]. JCO Precis
Oncol, 2022, 6: €2200278.

[25]Li H, Li X, Lan S, et al. ERBB2 mutation landscape in non-small cell lung
cancer patients in Northeast China[J]. Tumori, 2023, 109(3): 276-281.

[26] de Oliveira Cavagna R, Zaniolo BG, de Paula FE, et al. ERBB2 exon 20
insertions are rare in Brazilian non-small cell lung cancer{J]. Thorac Cancer,
2022, 13(23): 3402-3407.

[27] Ullah R, Yin Q, Snell AH, et al. RAF-MEK-ERK pathway in cancer evolution
and treatment[J]. Semin Cancer Biol, 2022, 85: 123-154.

[28] Davies H, Bignell GR, Cox C, et al. Mutations of the BRAF gene in human
cancer[J]. Nature, 2002, 417(6892): 949-954.

[29] Roviello G, D’ Angelo A, Sirico M, et al. Advances in anti-BRAF therapies for
lung cancer{J]. Invest New Drugs, 2021, 39(3): 879-890.

[30] Riudavets M, Cascetta P, Planchard D. Targeting BRAF-mutant non-small cell
lung cancer: current status and future directions[J]. Lung Cancer, 2022, 169:
102-114.

[31] Leonetti A, Facchinetti F, Rossi G, et al. BRAF in non-small cell lung cancer
(NSCLC): Pickaxing another brick in the wall[J]. Cancer Treat Rev, 2018, 66:
82-94.

[32]Zhang C, Zhang J, Xu F P, et al. Genomic landscape and immune
microenvironment features of preinvasive and early invasive lung
adenocarcinoma[J]. J Thorac Oncol, 2019, 14(11): 1912-1923.

Submission received: 2023-07-15/Revised:2023-07-28



24 - R G R 2024 451 A58 37 %55 18] Chin J Clin Res, January 2024, Vol.37, No.1

SR

AR R/ INGS T 3T 91 B4 1 TR R 5 B A AR

MR, Egr', s, e, kEP
1. Rt T B 2 R BRI R e YIRS Th R BE I s FEE B AR, VIR Mt 210029
2. PR R R BE b YR T R B O RMIAMEL, TLIN MR 210029;
3. MR EAREMBERE VLA P ERBORERL, YLI8 B 210029

WE: BB SGBEN /NG I R A 7 B R P S X R BN AR, FiE LI 2018 4E 3 A E
2021 4F 12 J FILIE BB OSSN T Il /NGS5 T AR YIBRIA YT ELGBRIE S B P i SR B A FTE R & o [l
AT LG R BERMI T ARARAS 4 FIm B R E . G657 L AR 371 ), JRAi & 39 i, o= Bt 164 491, 124
i 168 15l ; 221 69.8% , J3 4k 30.2% , 2o o5 2240 87.6%0 B E AWM s A3 fifi LI ( 4 1 e 2 (37.5% ) , N A2
Jii T (18.6%) o N[FIRFRSSRY LA, I 68 | wlcis 18 s S T R s £8 A IO AE I8 43301 (54.1£10.9) ((52.2£12.6)
F1(59.1£9.9) % (F=16.05, P<0.01) , W AAZ43 5k 10.3% 3. 7% H1 21.4% (X* =24.31,P<0.01) ,Jg {4 & 4% (v B
43514 0.55.0.60.,0.80 cm( H=76.13, P<0.01) , ¥ LR MY , 2 S WA S8 L, BilEMEREAKE
FZAR(EGFR) (1 21 A1 i g 0 i 2 1 pS3 (TP53) (19 5 AR 1oy T A 9o AR i 8 ( P<0.05 ) , T A2k
REAEKRFE T 3214 2(HER2) [y 4h 2 F 20ins | 22 24 JFUI% 1k 28 1 30 ( MAP2K1 ) 122 S/ 95 &0 R 2 1 I
( BRAF) B2 MR AIG F IR I8 AR A B , 2 7R A G2+ L (P<0.05) . 8518 HA GHMES I 0 B,
FIREA R Lot ASRIE T ATl 2 0, = B TR T M 5 b AR T R R AR AR K
RIS, s JRAE; ORIEME RIS S PR RE

FEEE. R734.2 SCERARIDAD. A XEHE. 1674-8182(2024)01-0024-05

Clinical and molecular pathological characteristics of 371 cases of

malignant pulmonary nodules
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Abstract: Objective To summarize the clinical and molecular pathological characteristics of malignant pulmonary
nodules and improve understanding of the disease. Methods  Patients who underwent surgical resection of small
pulmonary nodules in Cardiothoracic Surgery of Jiangsu Province Hospital of Chinese Medicine from March 2018 to
December 2021 and were pathologically confirmed to be malignant were taken as the research objects. Retrospective
analysis of clinical data and molecular pathological features of surgical specimens was conducted. Results A total of
371 patients were enrolled, including 39 cases of carcinoma in situ (CIS), 164 cases of microinvasive adenocarcinoma
(MIA) and 168 cases were invasive adenocarcinoma (IA) ; 69.8% were females, 30.2% were males, with a majority of
females. 87.6% of patients did not smoke; The upper lobe of the right lung had the most malignant nodules (37.5%) ,
followed by the lower lobe of the left lung (18.6% ). In comparison among different pathological types, the ages of CIS,
MIA and TA were (54.1£10.9), (52.2+12.6) and (59.1£9.9) years (F=16.05, P<0.01), the smoking rates were
10.3%, 3.7% and 21.4% (X*=24.31, P<0.01), the median tumor diameter was 0.55, 0.60 and 0.80 ¢cm ( H=76.13,
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P<0.01), respectively, with TA all being the highest, and the differences were statistically significant. The mutation
frequency of exons 21 of epidermal growth factor receptor (EGFR), and tumor suppressor protein p53 (TP53) in TA
were higher than those in CIS and MIA ( P<0.05), while the mutation frequency of human epidermal growth factor
receptor 2 ( HER2) exon 20ins, mitogen-activated protein kinase ( MAP2K1) and serine/threonine protein kinase
(BRAF) were lower than those in CIS and MIA, and the differences were statistically significant (P <0.05).
Conclusion

Patients with malignant pulmonary nodules may have the following characteristics: more common in

women, non-smoking, located in the upper lobe of the right lung. There are differences in age, smoking rate, tumor

.25 .

diameter and driving gene mutation frequency among the three pathological types of malignant nodules.

Keywords: Small pulmonary nodules, malignant; Carcinoma in situ; Microinvasive adenocarcinoma; Invasive

adenocarcinoma; Molecular pathological feature
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Tab. 1 Clinical characteristics of 371 patients with malignant

pulmonary nodules
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Tab. 2 Frequency and mutation rates of driving gene mutations

in 371 cases of malignant pulmonary nodules
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