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Expression and significance of long-chain non-coding RNA
FOXC2-ASI in diffuse large B-cell lymphoma
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Abstract: Objective  To investigate the expression and significance of long-chain non-coding RNA FOXC2-AS1
(LncRNA FOXC2-AS1) in diffuse large B-cell lymphoma (DLBCL) tissues. Methods Ninety-three patients with DLBCL
admitted from April 2012 to April 2017 were selected as DLBCL group and during the same period ,45 patients with lymph
node reactive hyperplasia were collected as control group. Real-time fluorescence quantitative PCR was used to detect the
expression of LncRNA FOXC2-AS1 in lymphoma tissues of DLBCL patients and lymph node tisssues of control group. The
expression difference of LncRNA FOXC2-ASI in DLBCL patients with different pathological indicators and their effects on
the prognosis of patients were analyzed. Results The expression level of LncRNA FOXC2-AS1 in DLBCL goup was
significantly higher than that in control group (2.47 +0.34 vs 1.03 +0.12,P <0.01). The expression of LncRNA
FOXC2-AS1 increased in patients with B symptoms, Bel-2 positive, MUM1 positive , Ki-67 positive , higher LDH , the number
of extranodal lesions >2, Arbor clinical stage Il ~ IV ,IPI score > 2 points and the treatment effect not completely relieved
(P <0.05). Kaplan-Meier survival analysis showed that the average survival time [ (62.83 £6.00) months vs (33.48 +
3.28) months,P <0.01] and cumulative survival rate (66.67% wvs 21.74% ,P <0.01) of patients in the low expression
group were higher than those in the high expression group. Cox proportional hazards regression model results showed that

Bel-2, LDH, Arbor clinical stage, treatment effect and LncRNA FOXC2-ASI expression were risk factors that affect the
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prognosis of DLBCL patients ( HR =1.943,2.077,2. 115,2.082,2.966,P <0.05). Conclusion LncRNA FOXC2-ASI

is highly expressed in DLBCL tissues ,and may be related to its malignant proliferation,invasion and treatment effect,which

is an indicator that affects the prognosis of patients.
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