268 s

RAFFE 2020 422 HE533 #5521 Chinese Journal of Clinical Research, February 2020, Vol. 33, No. 2

IncRNA/IncRNA-ATB 5 §

oK — N R e

HE:

>200 nt JE4RHS RNA S P EE 61, 3
B(TGF-B) Wk K EE IR SRy RNA, 11K 2 [l fg o &
cRNA-ATB % F 8 Ji KSR AL S IR I T RIS

KA

HoR Rk

B KREEIRSNIS RNA; KEEIRSHY RNA-ATB; Hefbd: KIN T B;

3%

R .

.

T B AH S BF 5 2

k2

CAN—RE, Hl Kk 741000

R AR IR T R0 L S A B A AR, T IR R i R R s T i L, B 8 TN 8 A AR R A — I B it R 1)
Mo HRRT BRI BRI T B ORHERE B BB AR AL A i 2 THLR AT
BERS S S B 2 MRS W27 0, IncRNA-ATB 2 g AR I 1
W RIL . B W A 2R AR ok [ Y AN DG SCHK, 9026 R IneRNA/In-

K HEAES S RNA (IncRNA) S B2

I3 Bl

HMEISHES: R735.2 XBHFOMEG: A XEHES: 1674 -8182(2020)02 0268 04

B (gastric cancer, GC) J& 1 16 2 GE i WL e
FEHE TG Y, AL TR A e o b 5 505 3 2 AR
PN H R 25 A% RWE A% B (1 IR AT L EB
E IS SN NN (8 RIS E TP S iR
FRBE A A e , N AT 88 s 49 53 1 WL 26 4T 1T IR A F
0 2 R e D B R A S R R, KB A S T RNA
(IncRNA) 75 S , JCHIEAE A A8 Hh B0 1 FH AR B 5 |
AR T I L BFFEIESE, IneRNA 78 B8 () % 55 HL i1
FEERS Y H R AN A TR R AR SR, TR s
FERZ I B AL T RUBYE , 56T IncRNA 9 LR 55T B 1812
IR E b R 43 1 R [ P S R R G B
PALE R T B(TGF-B) s A BEAE 45 RNA (IncRNA-
ATB) 2 A 26 i g b i B 2898 5 X 70 AR i 0F 5 R B,
IncRNA-ATBFEZ M e i X4 A R R RE ) 238, AU I8 T (46
o el RFLARAEE S T L AR S R 0 B R IR G
P, #R15F IncRNA | IncRNA-ATB 1£ B i & 55 & Bi5 iR )7 i
P A A R

1 IncRNA

IncRNA J& K >200 nt (9EZiHS RNA(ncRNA) . ncRNA
AN BT B EE RNA ARSI B, neRNA 255
WSS, —FKE > 50 nt, U FEKAEIE 4D RNA (IncRNA) (/)
#%1~ RNA ('small nucleolar RNA)  FFfk RNA (circRNA) (#4312
RNA(tRNA ) K #% % {& RNA (rRNA)S ™0, 55 — K K BF <
50nt, £ 354N RNA(miRNA) /N3 (siRNA) Fil PIWI A HAE
FI RNA(piRNA) ' i Ay — Rl 4326 07 LR AR 4 HLTh BB R
[A], B ncRNA ﬁ’j{]ﬁ% ncRNA F1JE 75 ncRNA, 175 ncRNA
A58 55 /N JE 4 A% RNA ( microRNA , miRNA) ( < 200 nt) Fi
IncRNA( >200 nt) "', JEAF K, B %5 B 9 4> TR W% ﬁbm
2L, neRNA & 2 i PR 43 FHLEDE BB s Bl
R B0 I R RN 3 R 0 IE Rk, i E R B %T’i%ﬁ?;z

DOI:; 10. 13429/j. cnki. cjer. 2020. 02. 034

AT 5 B LS A 2 TR ' . IncRNA & K F 200
AT IR AE SIS RNA , HAe AR S iE s i EZEVEM
Wil 25 TR 3] | s 3 £ i 8 B RT-PCR 45 AR (W & J , £ T Fb
EREHISCHY IncRNA B % thok ' . 78 BRI & 2 & Rt
72 9, IncRNA BE 2 2 9 % W, £ $§ HOTAIR, HULC,
LINC00152 . MALAT1 . MALAT2 , H19 . SNHG6 . GHET1 FI GA-
CAT3 Z5 3L, a] LAAE o 398 5 X T 77 78, 40 LEIGC , GASS
FIFERILA 25710 B A A E 8 2 38 40 R 99 B A T
IncRNAR)Z: 5, WHAE AL 3R JE, IncRNA L2 1E Ry f
SEVETT AT BT R SR R A B T R T miRNA
f4 FAB T R0 L IneRNA FE J93855 neRNA A 4%
WK B SR 5 KT, 55 g i & A R R B S BTG R
IR
1.1 IncRNA 5 Fge9 % £ K&
L1 1 5@ s ok R LR i 3k e o B g it e
IncRNA 225 T Y 8 M % S 00 5 2 A 2 PR 45 L
B AERES 50T W 0 45 5 HA neRNA 25 1 5T K H [
20 DNA MITHER , 2 5 i it 7 . IncRNA A] L7 % 5%
AR EAMH] miRNA f 35, DI (8] 42 b 52 e B ik /.
J5 F8 3% IncRNA HOTAIR 335 /K% i, Wilf5 ik 22, HOTAIR
AILLS miRNA-34a /)5 3l 7 X A 45 &, 38 4 B b R AR L
FEik , I microRNA-34a Xt i 40 i 4= K 1 F (HGF ) /c-met fY
FEfif , () 322 42 5 HGF/c-met [ 7K, SR J5 76 SNAIL  NF-kB
553, R B b b R -] 7S BT A 5 A (EMIT ) i R 41 1
a0 20 T R AR A R R 7 R
IncRNA-DANCRF] % SALLA 3035 , 38 30 8006 B3 M5 1138
BRI IOE Ho B e, W), BFSY R B LE e 4 FPTD?%%‘_
INK4 137 25 % X AE 455 RNA (ANRIL) 7T ), 5 PRC2 & 4541
755 microRNA-99a/microRNA-499a [ %ﬂj }J\ﬁ’ﬁﬁﬂfﬁﬂ,ﬂ\:ﬂﬂ
P mTOR ,CDK6 #1 E2F1 [ [ f#% , E2F1 3 — 45 32 & ANRIL
IKEIETE BCIE S5 5 9, e ZAIE ik ﬁﬁséﬂiﬂﬁﬁ’ﬁiﬁﬁa =



I PRAIFSE 2020 4F 2 A58 33 455 2 ] Chinese Journal of Clinical Research,February 2020, Vol. 33 ,No. 2 269

112 5B PREEE SR KR 9 SE TR 0 223k, ik 1 J fF 7
IncRNA 7] L3 i 5 856 ] mRNA 38 4245 4 miRNA [ 5]
ZeTnd, T ] miRNA (19 3235, () 12 1 5 0 3 Y 19 R 35 K
-, BDSE 4+ 4 I RNA (ceRNA) LI 72 B, IncRNA
AIYERTES miRNA 25519 ceRNA #11H] miRNA 7] 1) mRNA
f#eik, Li %05 % B 9 B 1R P9 5 %35 7K F 9 IncRNA
BC32469 1] 5 miR-1207-5p MI45 G, 8o BH AR A Sitoher 38 2 Sy ity
(hTERT) 55 miR-1207-5p —- & By 454, AT 7+ 75 hTERT fy 7K
e fRE E AR, BRI 4h, IncRNA TR BE 845 & 1 Ay
et c N TR = R R ) = B R A L = =S ) N R ]
PVTI 0] 5 FOXMI1 Z& (AHZS: &, ik 26S 2 [l A% FOXM1
HIRERRAE R deRe BRSO RRE , NI 7E B iR L gl = 2k
TE BB, 0 A 20 N 38 5 KT R . A, Zhang
220730 BT TncRNA-LINCO1410 7] L4 miR-532-5 {31k,
P rhH A 20 T 32 [K 5 2 (NCF2 ) 3K K- FHF NF-«B 38
BB FFEEO (et B e s R AL/ A A, e R R R
1.2 IncRNA 581§ /&40 DUAE 0 B R AR 5 10 75 pr ik
Y, A RS (CEA) WP (CA) 19-9 (CA-125 54845 1Y)
R, SR, AR R UL B2 R R vk, B, R
R B IR 2 R (2 W, DTG5 LTS R R YT . PR B
2 T i AR AR W7k, 45 neRNA (7R AR 3 T 2%
HIYIHE . FFITIESE , IncRNA 15 fg R AT AL i 8 5 2 41
FIRA BE 2R, 5L 5B bR S DA AR ., IncRNA A5
A R RSk SR, AT B A B v e 1 R
LW bR & . Ak, BF 5T 2 2R, IncRNA (H19 | LINC00152
uc0011sz) & IncRNA i B85 5% 6 AH S 54 5 1 (MALATL) 19 15
K155 B R 04 5 IRV F 38 e B AR 56T L R [ e
251 IncRNAs 75 B 40U b 1 338 /KO 46 R [, i 5 7 H
XANREME , IncRNA B 4 B2 W7 B i 00 AR A s ) o
1.3 IncRNA 5 Bme G857 WK BN, Inc-RNAs )
Fik 5 B Mg B TNM 2080 g i 46 B B 6,
Zou %578 3 1 SCIRTESS , MR 4141 IncRNA Sox2 T A&
SRR (Sox2ot) FIB K 1T+, HA 18 Sox2ot Fik 19 B 1] F
BAEEN BARA: LR M IO AT R, @S R F & W
IncRNA HOXA11-AS (4350 7E 95 A5 2 40 2098 40 i iy 4
Az i, Hh K OF 5 B 0 S G- R 2 R ARG, B R ik
KO-, UG bl 22 . B UG, 38 5 B IR HOXATT-AS (13K 3k
AT A1 e 40 A A 3G, TRD IS ke 200 B T, AT otk 3
BETE .
1.4 IncRNA 5 BB #4 BHiENEEESBEEBRERITA
WM ERT-MEEFHEZ —, R a Rl H8 2w
A MATHR RS b . IncRNA (1) 54 IR 7E
BRARSHEPEERZEEN, EES5 T8 £ A, 40 i
B TR AIR T o T LA A R L 2 1) B B L 2 AR IR 11
AR A RS AN B T R I 2 L R A . Xu %0 %
P, FENDRR 75 8 i & 80P R E R £ L KFETH,
FENDRR ] 5 PRC2 F 1454, Ik MMP2/9 3R 35 , i 1M il
il B IR AL 5L R o 23838 2/ BUPR P9 A0 S5 B0 IE 5, 3o B R
KA HOTAIR A L7550 200 it 5 A% 0 RS 5, i 7 A 41

SEHe R 5k HOTAIR ml &k 22 410 i W 200 L 452 22 L 3 3l
B2 I, B B 5 IneRNA HI 3G S HI9
HULC .SPRY4-iT1 MALATI Z£35k 8 M,

2 IncRNA-ATB

2.1 IncRNA-ATB #i£ IncRNA-ATB 24k TGFR i 0K %
JEGnES RNA {7 F A2 14 S Yk -, O ey B w4
Sh i FIEAPE T 80 kb A9FE Y. IncRNA-ATB J& ¢ 4~ & B
AR A K TR A K B AR 4R T RNASY  TGF-B W] i i
1 2 D R 00 R kAT o g A A R
JEF R P 46 LR AR R, TGF-B i ik &
F IncRNA-ATB {9 118, W57 26 W, 45 Fh Bt 20 21 4 it o 35 4
it FEFRIE IncRNA-ATB (B4, (45 IF 40 s . B 8 45 5
I FLIREAE o IncRNA-ATB 19753835 7K 55 8 £ 2 B9 11 PR
T FRF R BUAR G , T AT LAGE kIR g 5, B R AR 22
2.2 IncRNA-ATB 5 B /% IncRNA-ATB & A 2K fifyi o i) 8
BT T, Lei 4% 38 14 R RT-qPCR J5 3 %F 20 F B 41
SUMSRIE IR B R 2L (ANT) P iy IncRNA-ATB 357K -
BEATRIN , 55 00 % B 5 1E % 4L 20 HE, IncRNA-ATB 7¢ 15 8 41
ZUHR R AT IR 8 A o T L R 3 Rk K ST A A R S A
He, IncRNA-ATB 3k /Kl , B B R il 12, 5
IEH LU G, IncRNA-ATB 55 miR-141-3p [ 3% 1k 27 AH K,
miR-141-3p ] fE & B FLH 2 IncRNA-ATB (9 FHEE 317, 161k
IncRNA-ATB Fl TGF-B2 5 miR-1413p 4% 4, IncRNA-ATB #
miR-141-3p fE2 TGF-B2 [ 35 4+ Pk IR PE RNA {2 3 i e ik
B [RLRHAER IncRNA-ATB (%2615 7] LI ) 5 988 40 Mo 180 7 sk
12 BRI R R, S# AN, IncRNA-ATB Jii 3 it g8 f Jié 1)
ML 325 e e ik L 7 0 EMT A9 afk e it S B, EMT aJ LA
SR b 20 P 42 2 P, AR HE R A5 2 . 12, IncRNA-
ATB 1] L5 miR-200 52 36 4 M 45 &, i 4 il ZEB1 \ZEB2
FZNF-217 (A3 BTk  SE MR i EMT i R FanffR 28,
% ,IncRNA-ATB ¥ g i ERK il PI3K/AKT {5 £ 53 %,
T 98 ZEB1 F1 ZNF217 25 A A9 38K, E A i EMT i3
Pt ), IncRNA-ATB )55 35 104 E-45K5 8 (A Z0-1 1
Fik AL HE EMT g

Ak, IncRNA-ATB [ 3R35 7K -7 B 98 2 M A 32 i 53 ) 368
RS W) bR Wy Bt K #E % B RAE . IncRNA-ATB fig % {2 1
EMT 3t &, i TGF-B {55l B2 #E 9 EMT A5 miR-200 Z %
AL ZEBL/2 45 ) 12 I\ A e R A0 B s RS P AL 1 R
fyF LR

[RIAs), A 5230 % 3 IncRNA-ATB 3k 5 e () TNM 4314
Fok, 58 1WA I A0 b, T30 26 3 % e 4 80
KIT W KR IncRNA-ATB, IncRNA-ATB 7 B i 4141
L9, 2B IncRNA-ATB 1] 6875 15 ¥ 1 & J8 Ak J8 v il 3 22
RS,

22 %3 IncRNA-ATB 3853 5 miR-141-3p A 1E F L i
Jilo g aft S B — A IE R BRI R BB A AT BB S IR YT
FIETEIEYT O S [ WP IR S, B 41400 IncRNA 3l 53
RS, IncRNA-ATB {3 35 7K - 5 R 77 7% R 2 YA oL,



270 A = I R IFST 2020 452 5533 %452 ] Chinese Journal of Clinical Research, February 2020, Vol. 33 ,No. 2

I B2 B WAL S R 3, 8T qRT-PCR Jy Al 5 98 41
#1rF IncRNA-ATB, miR-200b Fl miR-200c (335, 45 % R 5
% IncRNA-ATB B Z A 1L, IncRNA-ATB 22 3k 5 755 9 52 3 s ik
A2 AR A, IncRNA-ATB 7] /2 — A0l i 05 3R 7R
— AT A bR P, IncRNA-ATB 2R (Lg% 42 7 1 98 /Y
J& , [FEEd R Y EMT A8 4k 9] Be 5T 845, A B TR
PER, 25 ik, IncRNA-ATB 7] G 2 B 98 1 7 15 X1,
I ELAT g2 B i b T A Pk A 1 0 o T PR T A e
HIEAE FIS W R TG 4R 4E T 3 B bRy

3 0N %

AR T AT fi i DL ) S IR, 8 e T R 2 A R
BARE B S5 REBOEAR, 45 IR TR T ERH#UK
SAE TS R E R R AR . I IR AT SR 18 i
AR AR IC O R . T AT T RS W e O A
4 L R RS ol = SRR AR S, RIS 78 IncRNA 5
BRI R A KR BB O, T HE AL BE ML HR 5 9, IncRNA B
AT S e FR R AN S A B R RS R Y 23 A
Y PG 8 bR SRS 36 9T B A AR S B TCF-B S /Y
IncRNA, IncRNA-ATB 5 B8 1 K A8 & e 5678 UG 2 %
YIAISE, BFFE 2R IncRNA-ATB RAUA] 1 S 15 98 (1 2 7 7 1A
5, AT R B P T A R AR S , AT S B i A2 W R
JRARBEET R LE MRS . IncRNA/IncRNA-ATB 5% iv 4k 4]
BB, How U1 BE i AN 58 25 2, X 1, IncRNA/IncRNA-
ATB 1) 73T HLE ik fp ik — PR, LU AR R B R .

S 3k

[1] Balakrishnan M, George R,Sharma A et al. Changing trends in stom-
ach cancer throughout the world[ J]. Curr Gastroenterol Rep,2017,
19(8) :36.

(2] A&sh, e, Fetol, 5. B il X p G Irs ()], &
FREE 2522 B4 2018 ,39(4) :310 = 312.

(3] Zilh, TR, L0 BB AN IncRNA IBTFE R LT ]. &R
R F MR (BE2ER) ,2017,36(5) :856 —860.

[4] Malek E,Jagannathan S, Driscoll JJ. Correlation of long non-coding
RNA expression with metastasis, drug resistance and clinical outcome
in cancer| ]]. Oncotarget,2014,5(18) :8027 — 8038.

[5] Serviss JT, Johnsson P, Grandér D. An emerging role for long non-
coding RNAs in cancer metastasis[ J]. Front Genet,2014,5:234.

[6] Fades G. Long non-coding RNAs in stem cells and cancer[ ]]. World
J Clin Oncol ,2014.,5(2) :134.

[7] TIguchi T,Uchi R,Nambara S, et al. A long noncoding RNA ,IncRNA-
ATB, is involved in the progression and prognosis of colorectal cancer
[J]. Anticancer Res,2015,35(3) ;1385 - 1388.

8] Qu SB, Yang XS, Song WJ, et al. Downregulation of IncRNA-ATB
correlates with clinical progression and unfavorable prognosis in pan-
creatic cancer| J]. Tumour Biol ,2016,37(3) :3933 —3938.

[9] Volders PJ, Helsens K, Wang XW, et al. LNCipedia; a database for
annotated human IncRNA transcript sequences and structures [ J ].

Nucleic Acids Res,2013,41( Database issue) ; D246 — D251.

[10] ThE#E, sk miRNA K IncRNA 75 15 98 */E FIAL ] 9 B1F 5% 3k e
[J]. LIRS BT 42 75 ,2017,9(4) :246 -251.

[11] St Laurent G, Wahlestedt C,Kapranov P. The Landscape of long non-
coding RNA classification [ J ]. Trends Genet, 2015,31 (5) : 239
-251.

[12] Slaby O, Laga R, Sedlacek O. Therapeutic targeting of non-coding
RNAs in cancer[ J]. Biochem J,2017,474(24) 4219 -4251.

[13] Huarte M. The emerging role of IncRNAs in cancer[ J]. Nat Med,
2015,21(11) ;1253 —1261.

[14] Li L,Geng YY, Feng R, et al. The human RNA surveillance factor
UPF1 modulates gastric cancer progression by targeting long non-cod-
ing RNA MALATI1 [ J]. Cell Physiol Biochem,2017,42(6) 2194
—-2206.

[15] Yan J,Zhang YF,She Q,et al. Long noncoding RNA H19/miR-675
axis promotes gastric cancer via FADD/ caspase 8/ caspase 3 signaling
pathway[ J]. Cell Physiol Biochem,2017,42(6) :2364 —2376.

[16] Yan K, Tian J, Shi WZ, et al. LncRNA SNHG6 is associated with
poor prognosis of gastric cancer and promotes cell proliferation and
EMT through epigenetically silencing p27 and sponging miR-101-3p
[J]. Cell Physiol Biochem,2017,42(3) :999 - 1012.

[17] Yoon JH,Abdelmohsen K, Srikantan S, et al. LincRNA-p21 suppres-
ses target mRNA translation[ J]. Mol Cell ,2012,47(4) :648 - 655.

[18] Shi XF,Sun M, Liu HB, et al. Long non-coding RNAs:a new frontier
in the study of human diseases[ J]. Cancer Lett,2013,339(2) :159
- 166.

[19] Shen WJ,Yuan YY,Zhao M, et al. Novel long non-coding RNA GA-
CAT3 promotes gastric cancer cell proliferation through the IL-6/
STAT3 signaling pathway [ J]. Tumour Biol,2016,37 (11) ;14895
-14902.

[20] Zhu YP,Dai B,Zhang HL, et al. Long non-coding RNA LOC572558
inhibits bladder cancer cell proliferation and tumor growth by regula-
ting the AKT-MDM2-p53 signaling axis[ J]. Cancer Lett,2016,380
(2):369 -374.

[21] Liu YW, Sun M, Xia R, et al. LincHOTAIR epigenetically silences
miR34a by binding to PRC2 to promote the epithelial-to-mesenchy-
mal transition in human gastric cancer[ J]. Cell Death Dis, 2015,
6:e1802.

[22] Zhang EB,Kong R, Yin DD, et al. Long noncoding RNA ANRIL indi-
cates a poor prognosis of gastric cancer and promotes tumor growth by
epigenetically silencing of miR-99a/miR449a [ J ]. Oncotarget,
2014,5(8) ;2276 —2292.

[23] Salmena L,Poliseno L, Tay Y,et al. A ceRNA hypothesis: the rosetta
stone of a hidden RNA language? [J]. Cell, 2011, 146 (3) ;353
-358.

[24] Lii MH,Tang B, Zeng S, et al. Long noncoding RNA BC032469, a
novel competing endogenous RNA , upregulates hTERT expression by
sponging miR-1207-5p and promotes proliferation in gastric cancer
[J]. Oncogene,2016,35(27) :3524 —3534.

[25] Kong R,Zhang EB,Yin DD, et al. Long noncoding RNA PVTI indi-
cates a poor prognosis of gastric cancer and promotes cell proliferation
through epigenetically regulating pl5 and pl6 [ J]. Mol Cancer,
2015,14.82.

[26] Zhang JX, Chen ZH, Chen DL, et al. LINCO1410-miR-532-NCF2-



I PRAIFSE 2020 4F 2 A58 33 455 2 ] Chinese Journal of Clinical Research,February 2020, Vol. 33 ,No. 2 271

[27]

[28]

[29]

[33]

NF-kB feedback loop promotes gastric cancer angiogenesis and me-
tastasis[ J]. Oncogene,2018,37(20) :2660 —2675.

Wei YG,Liu ZY ,Fang JH. H19 functions as a competing endogenous
RNA to regulate human epidermal growth factor receptor expression
by sequestering let-7¢ in gastric cancer[ J]. Mol Med Rep,2018,17
(2) 12600 -2606.

Zou JH,Li CY,Bao J,et al. High expression of long noncoding RNA
Sox2ot is associated with the aggressive progression and poor outcome
of gastric cancer[ J]. Eur Rev Med Pharmacol Sci,2016,20(21)
4482 - 4486.

Sun M, Nie FQ, Wang YF, et al. LncRNA HOXAI11-AS promotes
proliferation and invasion of gastric cancer by scaffolding the chroma-
tin modification factors PRC2,1.SD1,and DNMTI [ J]. Cancer Res,
2016,76(21) :6299 - 6310.

Bach D,Lee SK. Long noncoding RNAs in cancer cells[ J]. Cancer
Lett,2018,419:152 - 166.

Xu TP, Huang MD, Xia R, et al. Decreased expression of the long
non-coding RNA FENDRR is associated with poor prognosis in gas-
tric cancer and FENDRR regulates gastric cancer cell metastasis by
affecting fibronectinl expression[ J]. J Hematol Oncol ,2014,7.63.
Endo H,Shiroki T, Nakagawa T, et al. Enhanced expression of long
non-coding RNA HOTAIR is associated with the development of gas-
tric cancer[ J]. Plos One,2013,8(10) :e77070.

Xu ZY,Yu QM,Du YA, et al. Knockdown of long non-coding RNA
HOTAIR suppresses tumor invasion and reverses epithelial-mesen-
chymal transition in gastric cancer[ J]. Int J Biol Sci,2013,9(6) :
587 -597.

(341 ZEMFR, SCH, B0, 55, Lne-ATB 38 i WE ff miR-433 {3k 5 35

TERZE R T]. S BEAA4E,2018,34(17) ;2848 -2852.

[35] Ikushima H,Miyazono K. TGFbeta signalling:a complex web in canc-

er progression| J |. Nat Rev Cancer,2010,10(6) ;415 —424.

[36] Lin RL,Zhao LJ. Mechanistic basis and clinical relevance of the role

of transforming growth factor-B in cancer [ J]. Cancer Biol Med,

2015,12(4) ;385 —393.

[37] Xiao HZ,Zhang FY,Zou YF,et al. The function and mechanism of

long non-coding RNA-ATB in cancers [ J]. Front Physiol, 2018,
9.321.

[38] Lei K,Liang X,Gao Y,et al. Lnc-ATB contributes to gastric cancer

growth through a MiR-141-3p/TGFB2 feedback loop [ J]. Biochem
Biophys Res Commun,2017,484(3) :514 —521.

[39] Thiery JP. Epithelial-mesenchymal transitions in development and pa-

thologies[ J]. Curr Opin Cell Biol 2003 ,15(6) ;740 - 746.

[40] Hur K, Toiyama Y, Takahashi M, et al. MicroRNA-200c modulates

epithelial-to-mesenchymal transition ( EMT ) in human colorectal

cancer metastasis| J]. Gut,2013,62(9) :1315 - 1326.

[41] Truong HH,Xiong JL,Ghotra VP et al. Bl integrin inhibition elicits

a prometastatic switch through the TGFB-miR-200-ZEB network in
E-cadherin-positive triple-negative breast cancer [ J ]. Sci Signal,

2014,7(312) :ral5.

[42] Saito T, Kurashige J,Nambara S, et al. A long non-coding RNA acti-

vated by transforming growth factor-g is an independent prognostic
marker of gastric cancer[ J]. Ann Surg Oncol ,2015,22 ( Suppl 3) :
S915 - S922.

I FS HEA:2019 -05 - 15 {EEEHI:2019 -06 - 12  #iE. FEH 5

(35 267 50)

[28]

[30]

[31]

[32]

[33]

Daneman A Alton DJ,Ein S, et al. Perforation during attempted in-
tussusception reduction in children--a comparison of perforation with
Barium and air[ J]. Pediatr Radiol ,1995,25(2) ;81 -88.
Saez-Llorens X, Velazquez FR, Lopez P, et al. A multi-country study
of intussusception in children under 2 years of age in Latin America:
analysis of prospective surveillance data[ J]. BMC Gastroenterol
2013,13.95.

Ekenze SO, Mgbor SO. Childhood intussusception : the implications of
delayed presentation[ J]. Afr J Paediatr Surg,2011,8(1) ;15 - 18.
Gray MP, Li SH, Hoffmann RG, et al. Recurrence rates after intus-
susception Enema reduction ; a meta-analysis[ J ]. Pediatrics, 2014,
134(1).110 - 119.

Sklar CM, Chan E,Nasr A. Laparoscopic versus open reduction of in-
tussusception in children; a retrospective review and meta-analysis
[J].]J Laparoendosc Adv Surg Tech A,2014,24(7) ;518 —522.
NGRS, WAk, BRI, IS4 B = M Z AN LG E &
BN R 22 [T]. #riL a5 5hEE,2016,21 (1) :80 - 81.

[34] 272, 9%-F. 22 JiF I s B2 i B 97 /N LI 45 2 B9 e PR TY 2800 AT

[1]. S E2 24,2018 ,34(23) 14011 —4013.

[35] Justice FA,Nguyen LT, Tran SN,et al. Recurrent intussusception in

infants[ J]. J Paediatr Child Health,2011,47(11) .802 - 805.

[36] Hsu WL,Lee HC, Yeung CY et al. Recurrent intussusception ; when

should surgical intervention be performed? [ J]. Pediatr Neonatol,

2012,53(5) :300 -303.

[37] Niramis R, Watanatittan S, Kruatrachue A et al. Management of re-

current intussusception ; nonoperative or operative reduction? [J].]J

Pediatr Surg,2010,45(11) ;2175 -2180.

[38] Bines JE,Liem NT,Justice FA et al. Risk factors for intussusception

in infants in Vietnam and Australia: adenovirus implicated , but not

Rotavirus[ J]. J Pediatr,2006,149(4) :452 —460.

[39] Lee DH,Kim SJ,Lee HJ,et al. Identifying predictive factors for the

recurrence of pediatric intussusception [ J |. Pediatr Gastroenterol
Hepatol Nutr,2019,22(2) :142 - 151.
WFEHHA:2019 -05 - 15 {EEEHH:2019 -06 - 12 4wiE: EE G



