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Abstract: Objective To investigate the expression level of HOX antisense intergenic RNA ( HOTAIR) , a long non-
coding RNA (IncRNA) ,in the tissues of adrenal pheochromocytomas and its clinical significance. Methods Real time
quantitative fluorescent polymerase chain reaction( qRT-PCR) was used to detect the expression level of IncRNA HOTAIR
in adrenal pheochromocytomas tissues of 85 cases and normal adrenal medullary tissue of 20 cases,and the association of
IncRNA HOTAIR expression with clinicopathological features of adrenal pheochromocytomas patients was analyzed. The
Kaplan-Meier survival curve was used to analyze the association of IncRNA HOTAIR expression with patients’ prognosis.
Results gRT-PCR showed that the expression level of IncRNA HOTAIR in adrenal pheochromocytomas tissues was
significantly higher than that in normal adrenal medullary tissues[ (5.01 £1.30) »s (0.92 £0.50),P <0. 01 ]. There
were significant differences in expression level of IncRNA HOTAIR in adrenal pheochromocytomas tissues for benign or
malignant, different tumor diameter, with or without distant metastasis (all P < 0. 01). Log Rank test showed that the
survival time in high expression patients significantly reduced than that in lower expression patients (y* = 22. 384, P <
0.01). Conclusions IncRNA is highly expressed in adrenal pheochromocytomas and its expression level is associated with
benign or malignant, tumor diameter and with or without distant metastasis. IncRNA HOTAIR can serve as a indicator of
benign and malignant identification of adrenal pheochromocytoma and a potential target of predicting prognosis.
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