o I FRAFSE 2016 4F 11 4529 3845 11 ] Chinese Journal of Clinical Research,November 2016, Vol.29,No. 11

1449

0

K 4EAE %A% RNAs MEG3 i1 GAS5 78 & Ja 4H 2L Fh i)
R N H 5RO R

ZIEIE', ABA, MBHEE, A, TE2E', 4
1. RS WR T WL E R RE, A 5 266011,
KRR B ER AR, LR F B 266011,

3. R 2 B 2 M K T S, AR T 266011

WE: BY U KEEIESTS RNAs(IncRNAs) B R IR 3(MEG3) LKA IS4 5 (GASS) 76 B 4
HIZRE RS TS R IEE— SR MEG3 ST A5G 1 P53 MDM2 [AHCH:, Ak W4 2012 429 A
% 2013 4F 6 HFARIBIFI B TR YIBRARAS (A58 20 41 Boh 7 A928 o 1E B 4187) 55 ), SR FH S I 8 e 5 4 il 2 1y
qRT-PCR #6115 #5540 41 MEG3 \GASS HYZEIAAKE (L 27 22 FR FE AR X s 8 ) , I H 5 1 BRI B 800
K7 ; Western blot YA 5 i P53 MDM2 & [ (U AHXS ik 7KF, I 5 MEG3 (A G, SR (1) MEG3
1 B IR A LU AEXT FRIBAKOF (7. 98 £0. 19) IR TIEF 4141(9. 47 0. 18,P <0.01) . GAS5 7 B J 4 LW AHXT R 3k
IR (4.03 £0. 18) fILFIEH 4141 (6.06 0. 18, P <0.01) , MEG3 ,GAS5 FHX} ik K- 5 4% ) g ) /N TG
AHICHE, 5o bR SR IR 25 H TNM 43174 5C (P <0.05,P <0.01) , (2)P53 f17E B A LU i FH YT 3%
TKKF(0.185 5 £0.014 7) R F IEH ZH41(0.258 7 £ 0.018 5), MDM2 £ [ 75 15 J 2H 21 v 9 A0 XF 3% 38 7K 7
(0.295 1 +0.016 8) & T IEH441(0.195 5 +0.015 1) , 2RI HGH2%E L (P <0.01), (3) 4 L1H MEG3
23Kk 15 PS3 K /K F 5 IE A (r = 0.591, P <0.01) , ifii 55 MDM2 2 {4 /K ¥ 5 A 56 (r = - 0.346, P <
0.05), (4)MEG3 GAS5 SR FBARRAE P AAAAAN B (P 1 <0.01) . Z5ik  MEG3 GAS5 JEH/EH
S A R J e AR PRI R B R VR T, MEG3 TTE I pS3 2 R I E ] o Al MEG3 \GASS B[R] 11 3Rk /K -
of J Wt TS A — e A

XKW B KEEERMEENEER,; #RFRIEN3; ARGSMEIY S5; P53 HE; MDM2 E [ ; MEER;
T HEEA; SERTYOEE B IR A BEEE N

HRESEES: R735.2 R394 THMARINAD: A XEHS. 1674 -8182(2016) 11 — 1449 —05

Expressions of long no-coding RNAs MEG3 ,GASS in gastric cancer

tissues and their association with prognosis of gastric cancer patients
MENG Fei-fei®, SI Jun-li, XIE Xiang-jun, LIU Lu, QI Yu-qin, LYU Mei
" Department of Gastroenterology, Qingdao Municipal Hospital Affiliated to Qingdao University ,
Qingdao, Shandong 266011, China
Corresponding author; QI Yu-gin, E-mail. 17854299805@ 163. com
Abstract; Objective To investigate the expressions of long non-coding RNAs (IncRNAs) materally expressed gene 3
(MEG3) and growth arrest-specific 5 ( GAS5)in gastric cancer tissues and their relationships with the prognosis and ex-
plore the associations of MEG3 with apoptosis-related proteins P53 and MDM2 further. Methods The specimens of surgi-
cal resection from 55 gastric cancer patients including cancer tissues and corresponding distal normal tissues between Sep-
tember 2012 and June 2013 were collected. The real-time fluorescence quantitative polymerase chain reaction ( qRT-PCR)

A€ and the associations of their

was used o detect the relative expression levels of MEG3 and GAS5 ( represented by 2~
expression levels with clinical pathological parameters were analyzed. Western blot method was used to detect relative ex-
pression levels of P53 and MDM2 proteins, and the correlations of their expression levels with MEG3 were analyzed. Results

The relative expression levels of MEG3 and GASS5 in gastric cancer tissues were all significantly lower than those in nor-

mal tissues [ (7.98 £0.19)wvs (9.47 £0.18),(4.03 £0.18) vs(6.06 £0.18) ,all P <0.01]. The relative expression
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levels of MEG3 and GASS were not correlated with age ,sex, tumor size but were significantly correlated with tumor’ differ-
entiation degree,lymph node metastasis, TNM staging( P <0.05,P <0.01). The relative expression level of P53 protein in
gastric cancer tissues was significantly lower than that in normal tissues [ (0.185 5 £0.014 7) »s (0.258 7 +0.018 5),
P <0.01] ,and the relative expression level of MDM2 protein in gastric cancer tissues was significantly higher than that in
normal tissues [ (0.295 1 £0.016 8)vs(0.1955+0.015 1) ,P <0.01 ]. The expression level of MEG3 in cancer tissues
was positively correlated with P53 protein (r=0.591,P <0.01) ,but the expression level of MEG3 was negatively correla-
ted with MDM2 protein(r = —0.346,P <0.05). The median survival times in patients with high-expressions of MEG3 and
GASS5 were significantly prolonged compared with the patients with low-expressions of MEG3 and GASS (all P <0.01).
Conclusions MEG3 and GASS gene play the role of anti-oncogene in the occurring and development process of gastric
cancer,and the effect of cancer-inhibition of MEG3 may be through p53 pathway. Detecting the expression levels of MEG3
and GASS gene has a certain value for judging the prognosis of gastric cancer.

Key words: Gastric cancer; Long non-coding ribonucleic acid; Materally expressed gene 3; Growth arrest-specific 5;

P53 protein; MDM2 protein; Anti-oncogene; Apoptosis-related protein; Real-time fluorescence quantitative polymerase

chain reaction
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