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Jixi Brodmann 46 X FP &3 T 28 A3 F KA miRNAs, BRXF
BB R Bz 5P RS % B miRNAs 1922 535 TERS #3240
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B BRI M AE  BIFST 5-HT 22 4L R (5-HT2A) i SNPs 56
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Lopez %5 52 & B R KB4 A 1 miR-1202 78 AJEK ik
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KO X LEk A #R i BDNF, Wnt2 & B 1R 8 15d-PGJ2 #H47
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I7 12 JE R I ARAE B 2 AR I R miRNAs F9484E, & BH 28 4
miRNAs (Y 3RiE B2 AT, 2 U miRNAs ATRES S50
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