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Abstract: Objective To investigate the associations of distribution of methylenetetrahydrofolate reductase ( MTHFR )
gene A1298C polymorphisms and homocysteine ( Hey) level with essential hypertension ( EH) in Qinghai Tibetans.
Methods  The cluster sampling method was used to enroll 60 Tibetan EH patients hospitalized in Cardiovascular
Department of Qinghai Provincial People’s Hospital from 2015 to 2016 as case group( EH group) ,and in the same period,
75 Tibetan people without EH were selected as control group (non-EH group ). The levels of Hey, systolic blood pressure
(SBP) , diasolic blood pressure ( DBP), serum triglyceride ( TG ), total cholesterol ( TC ), high density lipoprotein
cholesterol (HDL-C) ,low density lipoprotein cholesterol (LDL-C) and body mass index ( BMI) were measured. MTHFR
A1298C gene polymorphisms were detected by polymerase chain enzyme restriction fragment length polymorphism ( PCR-
RFLP) method to observe its distribution characteristics in Qinghai Tibetans and the differences of Hey levels among
different genotypes. The associations of distribution of MTHFR A1298C and Hcy level with EH were analyzed. Results
The Hey level in EH group was higher than that in non-EH group [ (19.02 £8.31) pmol/L vs (15.65 £5.76) pmol/L,
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t=2.712,P =0.008 ]. There was no significant difference in genotypes frequency of AA,AC,CC of MTHFR A1298C (P =
0.563) ,A and C allele frequency for MTHFR A1298C( P =0. 873 ) and frequency distribution of AA, AC plus CC genotype
(P =0.583) between EH group and non-EH group. There was no significant difference in Hey levels for AA, AC and CC
genotypes of MTHFR A1298C between two groups (P =0.233). Logistic regression analysis showed that high BMI (OR =
7.160,95% CI.2.925 - 17.527,P <0. 01 ) was an independent risk factor for EH,but hyperhomocysteinemia ( HHey) was

not an independent risk factor for EH ( OR =1. 567 ,95% CI.0. 513 —4.788,P >0.05) . Conclusions

Although Hey level

of Tibetan EH patients is higher than that in normal Tibetan people, HHcey is not an independent risk factor for EH in

Qinghai Tibetan people. A1298C mutation of MTHFR gene and Hey level are not correlated to EH. A1298C mutation may

be not the risk facter of EH.
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Fi# 5'-GGT CCC CAC TTC CAG CAT C-3'

SNP 45

rs1801131

1.4 %t % R SPSS 19. 0 gi ik b #4740
Mro iHEBRHE A x s RO, PRI ER] LR
MSTAEAS ¢ K56 5 4% FE DAY Hey /K- 19 Ho A, 2R 20
K2R 7 22 50 A FPR R LU S 1 LSD- 36, 115505
(I HHGE T KBy, Logistic [mI94347 EH 14 16 6 A
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0.873), W3¢ 3, X EH 4 MIE EH ZH il 5L K 5 AA
AC + CC BB A i 17 b, 2R LR ITEE XL
(x> =0.301,P =0.584) , lL3% 4, %4437 Hardy-
Weinberg 5 H: W) G B2 6 50, W9 2H 56 PR A8 481 32 14 b 1
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DBP(mm Hg) 89.03 £13.89 72.94+ 7.90 7.848 <0.001
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JEH4L 75  46(44.09) 23(26.83) 6(4.08) 1.478  >0.05
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F6 EHERMNRIZHER "IC Logistic [A]1]

At B SE  Waldy® P OR 95% CI

HHey 0.449 0.570 0.621 0.431 1.567 0.513 ~ 4.788
BISILEE  0.067  0.424  0.025 0.875 1.069  0.466~ 2.453
# BMI 1.969  0.457 18.576 <0.001 7.160  2.925~17.527
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