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0.05,P <0.01), miR-455-5p EiFik# Galectin-9 [ 1 3 ik 3 34 4 77 1 45> BIME T miR455-5p k3235 % | Galec-
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Abstract: Objective To investigate the expressions of microRNA ( miR)-455-5p and recombinant human galactose
agglutinin 9 ( Galectin-9 ) in gallbladder carcinoma and the clinical significance. Methods  Sixty-eight patients with
gallbladder carcinoma from April 2010 to October 2012 were selected as gallbladder carcinoma group,and 60 patients with
benign gallbladder lesions were selected as benign gallbladder group. Quantitative real-time polymerase chain reaction
(qRT-PCR) was used to detect the expressions of miR-455-5p and Galectin-9 mRNAs in the gallbladder tissues. Western
blot and immunohistochemical method were used to respectively detect the expression level of Galectin-9 protein and its
positive expression rate in gallbladder carcinoma tissues. The relationship between the expressions of miR-455-5p, Galectin-
9 and the clinicopathological parameters were analyzed. Gallbladder carcinoma patients were followed-up, and 5-year
survival rate was analyzed. COX regression analysis for the clinical factors of influencing survival rate was made. The
kaplan-Meier survival curve was used to analyze survival status. Log-Rank method was used to detect the survival
differences between groups. Pearson correlation analysis was used to analyze the correlation of miR-455-5p and Galectin-9.
Results The expression level of miR-455-5mRNA in gallbladder carcinoma group was significantly higher than that in
benign gallbladder lesion group, and the expression levels of Galectin-9 mRNA in the gallbladder carcinoma group was

significantly lower than that in benign gallbladder lesion group(all P <0.01). The expression level and positive expression
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rate of Galectin-9 protein in gallbladder carcinoma group were significantly lower than those in benign gallbladder lesion
group(all P <0.01). The expressions of miR-455-5p and Galectin-9 in gallbladder carcinoma tissues were significantly
associated with tumor differentiation degree and lymph node metastasis (P <0.05,P <0.01). COX single factor regression
analysis showed that age, TNM staging, tumor differentiation degree, lymph node metastasis, miR-455-5 expression and
Galectin-9 expression may be the factors affecting the prognosis of the patients (P <0.05,P <0.01). COX multiple factor
regression analysis showed that TNM staging , tumor differentiation degree,lymph node metastasis, miR-455-5 expression and
Galectin-9 expression were the independent factors affecting patients’ prognosis (P <0.05,P <0.01). The mean survival
times in the patients with miR-455-5p high expression and the patients with Galectin-9 negative expression were
significantly lower than those in the patients with miR-455-5p low expression and the patients with Galectin-9 positive
expression, and there were significant differences in them for the comparison of survival curves (P < 0. 01 ). Pearson
correlation analysis showed that miR-455-5p was significantly negatively correlated with Galectin9 (r = - 0. 573, P =
0.000). Conclusion miR-455-5p and Galectin-9 are related to the development of gallbladder cancer,and miR-455-5p
high expression and Galectin-9 low expression suggest the poor prognosis of gallbladder cancer patients.
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